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0.1 ml

Concentrations vary lot to lot. See vial label for concentration. If unlisted please
contact technical services.

Store at 4C short term. Aliquot and store at -20C long term. Avoid freeze-thaw
cycles.

Polyclonal

0.02% Sodium Azide

IgG

Affinity purified

PBS (pH 7.2) and 40% Glycerol

Novus Biologicals Rabbit ZC3H15 Antibody - BSA Free (NBP1-81312) is a
polyclonal antibody validated for use in IHC, WB and ICC/IF. Anti-ZC3H15
Antibody: Cited in 2 publications. All Novus Biologicals antibodies are covered by
our 100% guarantee.

Rabbit
55854
ZC3H15
Human

This antibody was developed against Recombinant Protein corresponding to
amino acids:
IVCKHFLEAIENNKYGWFWVCPGGGDICMYRHALPPGFVLKKDKKKEEKEDEIS
LEDLIERERSALGPNVTKITL

Western Blot, Immunohistochemistry-Paraffin, Immunocytochemistry/
Immunofluorescence, Immunohistochemistry, Knockdown Validated

Western Blot 0.04 - 0.4 ug/ml, Immunohistochemistry 1:500 - 1:1000,
Immunocytochemistry/ Immunofluorescence 0.25-2 ug/ml,
Immunohistochemistry-Paraffin 1:500 - 1:1000, Knockdown Validated

For IHC-Paraffin, HIER pH 6 retrieval is recommended. ICC/IF,Fixation
Permeabilization: Use PFA/Triton X-100.

Immunohistochemistry-Paraffin: ZC3H15 Antibody [NBP1-81312] -
Staining of human breast, cerebral cortex, colon and testis using Anti-

ZC3H15 antibody NBP1-81312 (A) shows similar protein distribution
across tissues to independent antibody NBP1-81314 (B).
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Western Blot: ZC3H15 Antibody [NBP1-81312] - Analysis in Caco-2 cells

transfected with control siRNA, target specific SiRNA probe #1 and #2.
Remaining relative intensity is presented. Loading control: Anti-GAPDH.
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Immunocytochemistry/Immunofluorescence: ZC3H15 Antibody [NBP1-

81312] - Immunofluorescent staining of human cell line U-2 OS shows
localization to cytosol.

Immunohistochemistry-Paraffin: ZC3H15 Antibody [NBP1-81312] -
Staining of human colon.

Immunohistochemistry-Paraffin: ZC3H15 Antibody [NBP1-81312] -
Staining of human breast.
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Immunohistochemistry-Paraffin: ZC3H15 Antibody [NBP1-81312] - N
Staining of human testis. TR :

Immunohistochemistry-Paraffin: ZC3H15 Antibody [NBP1-81312] -
Staining of human cerebral cortex.

EGFR overexpression significantly restored cell proliferation, migration, A

Scramble + = 5 -
and invasion of ZC3H15-knockdown GBM cells.A The protein level of shZC3H15 - + - +
ZC3H15 and EGFR were detected in the indicated GBM cells. B MTT Vector + + - -
assays were performed to examine the effect of EGFR overexpression ERFR _=__=__i__

on the cell proliferation of ZC3H15-knockdown GBM cells. C, D
Transwell assays were used to detect the effects of EGFR
overexpression on cell migration and invasion of ZC3H15-knockdown
GBM cells. All data were expressed as mean +/- SD. Student’s t test was
performed to analyzed significance. *P < 0.05, **P < 0.01, ***P < 0.001.
Image collected and cropped by CiteAb from the following open
publication (https://pubmed.ncbi.nim.nih.gov/35027542), licensed under
a CC-BY license. Not internally tested by Novus Biologicals.
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ZC3H15 activates the EGFR-mediated signaling pathway by increasing = © Vector zC3H1s —
EGFR protein stability.A Western blot analysis was performed to detect ‘;’;’3‘:1‘;’ B “55 _5E |z
the expression of EGFR signaling proteins (EGFR, p-EGFR, AKT, p- S— :” '

AKT) of GBM cells. B The inhibitory effect of EGFR inhibitor-erlotinib on > EcFR - AR 175 0 g

remaining

the proliferation activity in control or ZC3H15 overexpression cells. C, D ® tubuiin x
The inhibitory effect of EGFR inhibitor-erlotinib on the invasion and > U-87 MG
migration in control and ZC3H15 overexpression cells. The number of

cells invaded and migrated were counted and analyzed. E Western blot

analysis was performed to detect the protein expression of EGFR in the

indicated cells. F Cells were treated with MG-132 for 8 h before

harvesting to detect the protein level of EGFR in the indicated cells. G, H

CHX treatment for time gradient (0 h, 2 h, 4 h, 8 h) with the ZC3H15

overexpression and control group. To determine whether ZC3H15 could

stabilize EGFR. The gray value was calculated by ImageJ. | HA-tagged

Ub plasmid and Flag-tagged ZC3H15 plasmid were co-transfected into

the cells. The ubiquitinated EGFR proteins were pulled down with anti-

HA antibody and immunoblotted with ant-EGFR antibody. All data were

expressed as mean +/- SD. Student’s t test was performed to analyzed

significance. *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and

cropped by CiteAb from the following open publication
(https://pubmed.ncbi.nim.nih.gov/35027542), licensed under a CC-BY

license. Not internally tested by Novus Biologicals.

52 KD

ﬂ

ZC3H15 is commonly upregulated in GBM and correlates with poor H
prognosis.A, B ZC3H15 gene expression was obtained from TCGA and
CGGA database. Box plot of ZC3H15 expression levels in Grade and
Histology glioma set with the log-rank test P-values indicated. C Box plot
of ZC3H15 expression levels in Copy number glioma set with the log-

rank test P-values indicated. D—F The correlation between ZC3H15
expression levels and survival rate were obtained from TCGA, Phillips,

and Tumor Glioma-kawaguchi-50 and were performed through d
Kaplan—Meier (K-M) analysis, the log-rank test P-value was indicated. G w
Representative immunohistochemistry staining of ZC3H15 expression -

level in normal tissue and different grades of GBM. And analysis based . . -

on the staining of normal tissue (eight samples) and different grades of = 2" - e
GBM (eight samples of each group). H The protein and mRNA
expression profile of ZC3H15 was examined by gRT-PCR and Western
Blot assay. All data were expressed as mean +/- SD. Student’s t test
was performed to analyzed significance. *P < 0.05, **P < 0.01, ***P <
0.001. Image collected and cropped by CiteAb from the following open
publication (https://pubmed.ncbi.nim.nih.gov/35027542), licensed under
a CC-BY license. Not internally tested by Novus Biologicals.
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ZC3H15 activates the EGFR-mediated signaling pathway by increasing H Vector ZC3H15
EGFR protein stability.A Western blot analysis was performed to detect & T BT
the expression of EGFR signaling proteins (EGFR, p-EGFR, AKT, p-
AKT) of GBM cells. B The inhibitory effect of EGFR inhibitor-erlotinib on o EGFR | e~ A B 75 0
the proliferation activity in control or ZC3H15 overexpression Cells. C, D 5 rubuiin s s s s s == <% a2 0
The inhibitory effect of EGFR inhibitor-erlotinib on the invasion and TN-228
migration in control and ZC3H15 overexpression cells. The number of

cells invaded and migrated were counted and analyzed. E Western blot

analysis was performed to detect the protein expression of EGFR in the

indicated cells. F Cells were treated with MG-132 for 8 h before

harvesting to detect the protein level of EGFR in the indicated cells. G, H

CHX treatment for time gradient (0 h, 2 h, 4 h, 8 h) with the ZC3H15

overexpression and control group. To determine whether ZC3H15 could

stabilize EGFR. The gray value was calculated by ImageJ. | HA-tagged

Ub plasmid and Flag-tagged ZC3H15 plasmid were co-transfected into

the cells. The ubiquitinated EGFR proteins were pulled down with anti-

HA antibody and immunoblotted with ant-EGFR antibody. All data were

expressed as mean +/- SD. Student’s t test was performed to analyzed

significance. *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and

cropped by CiteAb from the following open publication

(https://pubmed.ncbi.nim.nih.gov/35027542), licensed under a CC-BY

license. Not internally tested by Novus Biologicals.

ZC3H15 | 55 KD

ZC3H15 activates the EGFR-mediated signaling pathway by increasing E U-87 MG L
EGFR protein stability.A Western blot analysis was performed to detect 2 3 E, Fe g =
the expression of EGFR signaling proteins (EGFR, p-EGFR, AKT, p- g § g £ §£ & §
AKT) of GBM cells. B The inhibitory effect of EGFR inhibitor-erlotinib on 3 5 555N s__G

the proliferation activity in control or ZC3H15 overexpression cells. C, D |s= wl zcan1s .
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The inhibitory effect of EGFR inhibitor-erlotinib on the invasion and
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cells invaded and migrated were counted and analyzed. E Western blot
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analysis was performed to detect the protein expression of EGFR in the |---- Tubulin [ ---Isz Ki

indicated cells. F Cells were treated with MG-132 for 8 h before
harvesting to detect the protein level of EGFR in the indicated cells. G, H
CHX treatment for time gradient (0 h, 2 h, 4 h, 8 h) with the ZC3H15
overexpression and control group. To determine whether ZC3H15 could
stabilize EGFR. The gray value was calculated by ImageJ. | HA-tagged
Ub plasmid and Flag-tagged ZC3H15 plasmid were co-transfected into
the cells. The ubiquitinated EGFR proteins were pulled down with anti-
HA antibody and immunoblotted with ant-EGFR antibody. All data were
expressed as mean +/- SD. Student’s t test was performed to analyzed
significance. *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and
cropped by CiteAb from the following open publication
(https://pubmed.ncbi.nim.nih.gov/35027542), licensed under a CC-BY
license. Not internally tested by Novus Biologicals.
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ZC3H15 activates the EGFR-mediated signaling pathway by increasing A U-87 MG
EGFR protein stability.A Western blot analysis was performed to detect 2000\° “133“‘5
the expression of EGFR signaling proteins (EGFR, p-EGFR, AKT, p- =
AKT) of GBM cells. B The inhibitory effect of EGFR inhibitor-erlotinib on
the proliferation activity in control or ZC3H15 overexpression cells. C, D
The inhibitory effect of EGFR inhibitor-erlotinib on the invasion and
migration in control and ZC3H15 overexpression cells. The number of
cells invaded and migrated were counted and analyzed. E Western blot
analysis was performed to detect the protein expression of EGFR in the
indicated cells. F Cells were treated with MG-132 for 8 h before
harvesting to detect the protein level of EGFR in the indicated cells. G, H
CHX treatment for time gradient (0 h, 2 h, 4 h, 8 h) with the ZC3H15
overexpression and control group. To determine whether ZC3H15 could
stabilize EGFR. The gray value was calculated by ImageJ. | HA-tagged
Ub plasmid and Flag-tagged ZC3H15 plasmid were co-transfected into
the cells. The ubiquitinated EGFR proteins were pulled down with anti-
HA antibody and immunoblotted with ant-EGFR antibody. All data were
expressed as mean +/- SD. Student’s t test was performed to analyzed
significance. *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and
cropped by CiteAb from the following open publication
(https://pubmed.nchi.nim.nih.gov/35027542), licensed under a CC-BY
license. Not internally tested by Novus Biologicals.
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ZC3H15 stabilized c-Myc by mediating its ubiquitination degradation.A, B ° v ™

ZC3H15-knockdown HGC-27 and MKN-45 cells were treated with or L ) l+ T
without MG-132 for 8 h before harvesting. Western blot assays were . [ ] - <> 5% § o . B
performed to detect the protein expression of ZC3H15 and c-Myc. C, D ] oo o T [ -] e

MKN-45 MKN-45

The c-Myc turnover rate of ZC3H15-overexpression HGC-27 cells and
MKN-45 cells was shown. Cells were treated with CHX (100 pg/ml) for
the indicated times and then were harvested for western blot assays. E
Transfected cells were treated with MG-132 for 8 h before harvesting.
The ubiquitinated c-Myc proteins were pulled down with anti-HA antibody
and immunoblotted with anti-c-Myc antibody. All data were expressed as
mean +/- SD. Student’s t-test was performed to analyzed significance, *P
<0.05, *P < 0.01, ***P < 0.001. Image collected and cropped by CiteAb
from the following open publication
(https://pubmed.ncbi.nim.nih.gov/35064102), licensed under a CC-BY
license. Not internally tested by Novus Biologicals.

ZC3H15 stabilized c-Myc by mediating its ubiquitination degradation.A, B E
ZC3H15-knockdown HGC-27 and MKN-45 cells were treated with or

without MG-132 for 8 h before harvesting. Western blot assays were
performed to detect the protein expression of ZC3H15 and c-Myc. C, D

The c-Myc turnover rate of ZC3H15-overexpression HGC-27 cells and HA-UB * *
MKN-45 cells was shown. Cells were treated with CHX (100 pg/ml) for i gt
the indicated times and then were harvested for western blot assays. E

Transfected cells were treated with MG-132 for 8 h before harvesting.

The ubiquitinated c-Myc proteins were pulled down with anti-HA antibody

and immunoblotted with anti-c-Myc antibody. All data were expressed as (h) _P: HA
mean +/- SD. Student's t-test was performed to analyzed significance, *P ~ 'B: ¢-Mye
< 0.05, *P < 0.01, **P < 0.001. Image collected and cropped by CiteAb

from the following open publication

(https://pubmed.ncbi.nim.nih.gov/35064102), licensed under a CC-BY

license. Not internally tested by Novus Biologicals.

293FT
ZC3H15 - =

57 KL

L’

O ——




ZC3H15 promoted GC progression by increasing c-Myc expression.A
GSEA enrichment plots of c-Myc target genes in high ZC3H15
expression versus low ZC3H15 expression TCGA GCs. Normalized
enrichment score (NES), false discovery rate (FDR), and P-values were
shown in the plot. B, C ZC3H15 modulated the protein and mRNA
expression of c-Myc in HGC-27 and MKN-45 cells. D, E MTT assays
were performed to examine the inhibitory effect of 10058-F4 (100 uM) on
the cell proliferation of ZC3H15-overexpression HGC-27 and MKN-45
cells. F, G Transwell assays were performed to examine the inhibitory
effect of 10058-F4 (100 uM) on the cell migration and invasion of
ZC3H15-overexpression HGC-27 and MKN-45 cells. All data were
expressed as mean +/- SD. Student’s t-test was performed to analyzed
significance, *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and
cropped by CiteAb from the following open publication
(https://pubmed.nchi.nim.nih.gov/35064102), licensed under a CC-BY
license. Not internally tested by Novus Biologicals.

ZC3H15 was upregulated in GC and high expression of ZC3H15 was
correlated with poor patient prognosis.A Up-regulation of ZC3H15 was
found in 8 of 20 cancer types. B, C The level of ZC3H15 mRNA was
significantly increased from normal stomach tissues to gastric cancer
tissues in DErrico and Cho dataset and P-values were indicated. D, E
Kaplan—Meier analysis of overall survival using data from the GSE14210
and GSE15459 database and P-values were indicated. F
Immunohistochemical analyses of ZC3H15 expression in eight paired
samples of gastric cancer and normal stomach tissue, P < 0.001. The
data were expressed as mean +/- SD. Student’s t-test was performed to
analyze significance. G Western blot analyses were used to examine
ZC3H15 expression in GES-1 cells and gastric cancer cell lines. Image
collected and cropped by CiteAb from the following open publication
(https://pubmed.nchi.nim.nih.gov/35064102), licensed under a CC-BY
license. Not internally tested by Novus Biologicals.

ZC3H15 activates the EGFR-mediated signaling pathway by increasing
EGFR protein stability.A Western blot analysis was performed to detect
the expression of EGFR signaling proteins (EGFR, p-EGFR, AKT, p-
AKT) of GBM cells. B The inhibitory effect of EGFR inhibitor-erlotinib on
the proliferation activity in control or ZC3H15 overexpression cells. C, D
The inhibitory effect of EGFR inhibitor-erlotinib on the invasion and
migration in control and ZC3H15 overexpression cells. The number of
cells invaded and migrated were counted and analyzed. E Western blot
analysis was performed to detect the protein expression of EGFR in the
indicated cells. F Cells were treated with MG-132 for 8 h before
harvesting to detect the protein level of EGFR in the indicated cells. G, H
CHX treatment for time gradient (0 h, 2 h, 4 h, 8 h) with the ZC3H15
overexpression and control group. To determine whether ZC3H15 could
stabilize EGFR. The gray value was calculated by ImageJ. | HA-tagged
Ub plasmid and Flag-tagged ZC3H15 plasmid were co-transfected into
the cells. The ubiquitinated EGFR proteins were pulled down with anti-
HA antibody and immunoblotted with ant-EGFR antibody. All data were
expressed as mean +/- SD. Student’s t test was performed to analyzed
significance. *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and
cropped by CiteAb from the following open publication
(https://pubmed.nchi.nim.nih.gov/35027542), licensed under a CC-BY
license. Not internally tested by Novus Biologicals.
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ZC3H15 stabilized c-Myc by mediating its ubiquitination degradation.A, B A

ZC3H15-knockdown HGC-27 and MKN-45 cells were treated with or Scramble + - + -
without MG-132 for 8 h before harvesting. Western blot assays were shZC3H15 - t . ok
performed to detect the protein expression of ZC3H15 and c-Myc. C, D MG-132 1 ;0 0 ;1 0‘;7 0;3
The c-Myc turnover rate of ZC3H15-overexpression HGC-27 cells and - - - -

MKN-45 cells was shown. Cells were treated with CHX (100 pg/ml) for ZC3H15 | M- =~ w = |55 KD
the indicated times and then were harvested for western blot assays. E 100 036 139 075
Transfected cells were treated with MG-132 for 8 h before harvesting.

The ubiquitinated c-Myc proteins were pulled down with anti-HA antibody c-Myc | G =~ WP -'|57 KD

and immunoblotted with anti-c-Myc antibody. All data were expressed as
mean +/- SD. Student’s t-test was performed to analyzed significance, *P Tubulin | SE——— | 5> KD
<0.05, *P < 0.01, ***P < 0.001. Image collected and cropped by CiteAb S vty
from the following open publication

(https://pubmed.nchi.nim.nih.gov/35064102), licensed under a CC-BY

license. Not internally tested by Novus Biologicals.

ZC3H15 stabilized c-Myc by mediating its ubiquitination degradation.A, B B

ZC3H15-knockdown HGC-27 and MKN-45 cells were treated with or Scramble + - + -

without MG-132 for 8 h before harvesting. Western blot assays were shZC3H156 - + - =
performed to detect the protein expression of ZC3H15 and c-Myc. C, D MG-132 - z + +

The c-Myc turnover rate of ZC3H15-overexpression HGC-27 cells and D R L
MKN-45 cells was shown. Cells were treated with CHX (100 pg/ml) for ZC3HTS | v v e o Iss KD

the indicated times and then were harvested for western blot assays. E T00 021 162 0054

Transfected cells were treated with MG-132 for 8 h before harvesting.

The ubiquitinated c-Myc proteins were pulled down with anti-HA antibody C-Myc | W= L A O]
and immunoblotted with anti-c-Myc antibody. All data were expressed as

mean +/- SD. Student’s t-test was performed to analyzed significance, *P Tubulin] = — — -—-Isz KD

<0.05, *P < 0.01, ***P < 0.001. Image collected and cropped by CiteAb

from the following open publication MKN-45
(https://pubmed.nchi.nim.nih.gov/35064102), licensed under a CC-BY

license. Not internally tested by Novus Biologicals.

ZC3H15 activates the EGFR-mediated signaling pathway by increasing F + - + - scramble + - + -
EGFR protein stability.A Western blot analysis was performed to detect - + -+ shZC3H15 - + - +

the expression of EGFR signaling proteins (EGFR, p-EGFR, AKT, p- - T+ + MG32 - -+ 4+
AKT) of GBM cells. B The inhibitory effect of EGFR inhibitor-erlotinib on |' - I ZC3H15 Ess KL
the proliferation activity in control or ZC3H15 overexpression cells. C, D —

The inhibitory effect of EGFR inhibitor-erlotinib on the invasion and |. -“| EGFR |== == aum #*|175

migration in control and ZC3H15 overexpression cells. The number of )
cells invaded and migrated were counted and analyzed. E Western blot I--. -I Tubulin |G S S | 52 K
analysis was performed to detect the protein expression of EGFR in the U-87 MG LN-229
indicated cells. F Cells were treated with MG-132 for 8 h before

harvesting to detect the protein level of EGFR in the indicated cells. G, H

CHX treatment for time gradient (0 h, 2 h, 4 h, 8 h) with the ZC3H15

overexpression and control group. To determine whether ZC3H15 could

stabilize EGFR. The gray value was calculated by ImageJ. | HA-tagged

Ub plasmid and Flag-tagged ZC3H15 plasmid were co-transfected into

the cells. The ubiquitinated EGFR proteins were pulled down with anti-

HA antibody and immunoblotted with ant-EGFR antibody. All data were

expressed as mean +/- SD. Student’s t test was performed to analyzed

significance. *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and

cropped by CiteAb from the following open publication

(https://pubmed.nchi.nim.nih.gov/35027542), licensed under a CC-BY

license. Not internally tested by Novus Biologicals.
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ZC3H15 is commonly upregulated in GBM and correlates with poor E —
prognosis.A, B ZC3H15 gene expression was obtained from TCGA and =
CGGA database. Box plot of ZC3H15 expression levels in Grade and 5%
Histology glioma set with the log-rank test P-values indicated. C Box plot
of ZC3H15 expression levels in Copy number glioma set with the log-
rank test P-values indicated. D—F The correlation between ZC3H15
expression levels and survival rate were obtained from TCGA, Phillips,
and Tumor Glioma-kawaguchi-50 and were performed through
Kaplan—Meier (K—M) analysis, the log-rank test P-value was indicated. G
Representative immunohistochemistry staining of ZC3H15 expression
level in normal tissue and different grades of GBM. And analysis based
on the staining of normal tissue (eight samples) and different grades of
GBM (eight samples of each group). H The protein and mRNA
expression profile of ZC3H15 was examined by gRT-PCR and Western
Blot assay. All data were expressed as mean +/- SD. Student’s t test
was performed to analyzed significance. *P < 0.05, **P < 0.01, ***P <
0.001. Image collected and cropped by CiteAb from the following open
publication (https://pubmed.ncbi.nim.nih.gov/35027542), licensed under
a CC-BY license. Not internally tested by Novus Biologicals.
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ZC3H15 promoted GC progression by increasing c-Myc expression.A
GSEA enrichment plots of c-Myc target genes in high ZC3H15
expression versus low ZC3H15 expression TCGA GCs. Normalized
enrichment score (NES), false discovery rate (FDR), and P-values were
shown in the plot. B, C ZC3H15 modulated the protein and mRNA
expression of c-Myc in HGC-27 and MKN-45 cells. D, E MTT assays
were performed to examine the inhibitory effect of 10058-F4 (100 uM) on
the cell proliferation of ZC3H15-overexpression HGC-27 and MKN-45
cells. F, G Transwell assays were performed to examine the inhibitory
effect of 10058-F4 (100 uM) on the cell migration and invasion of
ZC3H15-overexpression HGC-27 and MKN-45 cells. All data were
expressed as mean +/- SD. Student’s t-test was performed to analyzed
significance, *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and
cropped by CiteAb from the following open publication
(https://pubmed.ncbi.nim.nih.gov/35064102), licensed under a CC-BY
license. Not internally tested by Novus Biologicals.

I Vector/DMSO
Vector/10058-F4

B ZC3H15/DMSO
ZC3H15/10058-F4

F HGC-27

ZC3H15 promoted GC progression by increasing c-Myc expression.A -vctoroso
GSEA enrichment plots of c-Myc target genes in high ZC3H15 PR G BRI, Y et
expression versus low ZC3H15 expression TCGA GCs. Normalized

enrichment score (NES), false discovery rate (FDR), and P-values were
shown in the plot. B, C ZC3H15 modulated the protein and mRNA
expression of c-Myc in HGC-27 and MKN-45 cells. D, E MTT assays
were performed to examine the inhibitory effect of 10058-F4 (100 uM) on
the cell proliferation of ZC3H15-overexpression HGC-27 and MKN-45
cells. F, G Transwell assays were performed to examine the inhibitory
effect of 10058-F4 (100 uM) on the cell migration and invasion of
ZC3H15-overexpression HGC-27 and MKN-45 cells. All data were
expressed as mean +/- SD. Student’s t-test was performed to analyzed
significance, *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and
cropped by CiteAb from the following open publication
(https://pubmed.ncbi.nim.nih.gov/35064102), licensed under a CC-BY
license. Not internally tested by Novus Biologicals.

ZC3H15/10058-F4
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ZC3H15 was upregulated in GC and high expression of ZC3H15 was F

correlated with poor patient prognosis.A Up-regulation of ZC3H15 was e sl s T
found in 8 of 20 cancer types. B, C The level of ZC3H15 mRNA was :32 %—t
significantly increased from normal stomach tissues to gastric cancer = ,
tissues in DErrico and Cho dataset and P-values were indicated. D, E Eﬂo =
Kaplan—Meier analysis of overall survival using data from the GSE14210 N§1_

Cancer(n=8) Normal Cancer

and GSE15459 database and P-values were indicated. F AR
Immunohistochemical analyses of ZC3H15 expression in eight paired

samples of gastric cancer and normal stomach tissue, P < 0.001. The

data were expressed as mean +/- SD. Student’s t-test was performed to

analyze significance. G Western blot analyses were used to examine

ZC3H15 expression in GES-1 cells and gastric cancer cell lines. Image

collected and cropped by CiteAb from the following open publication
(https://pubmed.ncbi.nim.nih.gov/35064102), licensed under a CC-BY

license. Not internally tested by Novus Biologicals.

ZC3H15 promoted the colony formation and tumor growth of GC cells. A D _ Sarembl
Soft agar assays were performed to detect the colony formation ability of
GC cells. B, C Xenograft assays were performed in ZC3H15-knockdown
HGC-27 cells. The weight and volumes of tumors were analyzed and P-
values were indicated. D Immunohistochemical staining assays were
performed to detect the expression of ZC3H15, c-Myc, and FBXW?7 in
ZC3H15-knockdown tumor tissues and control tissues. All data were
expressed as mean +/- SD. Student’s t-test was performed to analyzed
significance, *P < 0.05, **P < 0.01, ***P < 0.001. Image collected and
cropped by CiteAb from the following open publication
(https://pubmed.ncbi.nim.nih.gov/35064102), licensed under a CC-BY
license. Not internally tested by Novus Biologicals. ! Eg,

shZC3H15-1  shZC3H15-2
e T o S
woag “y . 3

Publications

J Hou, M Xu, H Gu, D Pei, Y Liu, P Huang, H Chang, H Cui ZC3H15 promotes glioblastoma progression through
regulating EGFR stability Cell Death & Disease, 2022-01-13;13(1):55. 2022-01-13 [PMID: 35027542]

Hou J, Huang P, Lan C et al. ZC3H15 promotes gastric cancer progression by targeting the FBXW7/c-Myc pathway
Cell death discovery 2022-01-21 [PMID: 35064102] (WB, IF/IHC, Human)
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ZC3H15 Recombinant Protein Antigen
Blue Marker Antibody (6F4-F6) [HRP]

HAFO008 Goat anti-Rabbit IgG Secondary Antibody [HRP]
NB7160 Goat anti-Rabbit IgG (H+L) Secondary Antibody [HRP]
NBP2-24891 Rabbit IgG Isotype Control

Limitations

This product is for research use only and is not approved for use in humans or in clinical diagnosis.
Primary Antibodies are guaranteed for 1 year from date of receipt.

For more information on our 100% guarantee, please visit www.novusbio.com/guarantee

Earn gift cards/discounts by submitting a review: www.novushbio.com/reviews/submit/NBP1-81312

Earn gift cards/discounts by submitting a publication using this product:

www.novusbio.com/publications
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