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 hAcylglycerol Kinase VersaClone cDNA  
Catalog Number: RDC3788 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3788

4016 bps

BstAPI
NdeI

KasI
NarI
SfoI

BstXI

BmgBI
HpaI
HindIII
BamHI
EcoRV
BmtI
NheI
NotI
EagI

BstBI
Bsu36I
Bpu10I

AleI
BclI

BsaBI

AflII
PpuMI

StuI

PsiI
BsaAI
PmlI
DraIII

BtgZI
AvrII
StyI

AscI
BssHII
BstZ17I
XbaI
SalI
SmaI
XmaI
ApoI
EcoRI
PspXI
XhoI
Eco47III

SapI
PciI

AlwNI

AhdI

BpmI
NmeAIII

AatII
ZraI

hAGK (1-422)

COLE1

AMP

Gene:  hAGK 

Accession: NP_060708.1 

Insert size: 1282bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hAcylglycerol Kinase 
cDNA Plasmid 

AGK acylglycerol kinase [ Homo 

sapiens (human) ] 

Also known as: MULK; CATC5; 

CTRCT38; MTDPS10 

Summary: 
AGK is a mitochondrial membrane 
protein involved in lipid and 
glycerolipid metabolism. It is a lipid 
kinase that catalyzes the formation 
of phosphatidic and 
lysophosphatidic acids. Defects in 
AGK have been associated with 
mitochondrial DNA depletion 
syndrome 10. 

 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 



Page 2 of 2 11/15/2022 Rev.0 

 
 
 
 

> RDC3788 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgacggtgt tctttaaaac gcttcgaaat cactggaaga aaactacagc 

  501  tgggctctgc ctgctgacct ggggaggcca ttggctctat ggaaaacact gtgataacct cctaaggaga gcagcctgtc aagaagctca ggtgtttggc 

  601  aatcaactca ttcctcccaa tgcacaagtg aagaaggcca ctgtttttct caatcctgca gcttgcaaag gaaaagccag gactctattt gaaaaaaatg 

  701  ctgccccgat tttacattta tctggcatgg atgtgactat tgttaagaca gattatgagg gacaagccaa gaaactcctg gaactgatgg aaaacacgga 

  801  tgtgatcatt gttgcaggag gagatgggac actgcaggag gttgttactg gtgttcttcg acgaacagat gaggctacct tcagtaagat tcccattgga 

  901  tttatcccac tgggagagac cagtagtttg agtcataccc tctttgccga aagtggaaac aaagtccaac atattactga tgccacactt gccattgtga 

 1001  aaggagagac agttccactt gatgtcttgc agatcaaggg tgaaaaggaa cagcctgtat ttgcaatgac cggccttcga tggggatctt tcagagatgc 

 1101  tggcgtcaaa gttagcaagt actggtatct tgggcctcta aaaatcaaag cagcccactt tttcagcact cttaaggagt ggcctcagac tcatcaagcc 

 1201  tctatctcat acacgggacc tacagagaga cctcccaatg aaccagagga gacccctgta caaaggcctt ctttgtacag gagaatatta cgaaggcttg 

 1301  cgtcctactg ggcacaacca caggatgccc tttcccaaga ggtgagcccg gaggtctgga aagatgtgca gctgtccacc attgaactgt ccatcacaac 

 1401  acggaataat cagcttgacc cgacaagcaa agaagatttt ctgaatatct gcattgaacc tgacaccatc agcaaaggag actttataac tataggaagt 

 1501  cgaaaggtga gaaaccccaa gctgcacgtg gagggcacgg agtgtctcca agccagccag tgcactttgc ttatcccgga gggagcaggg ggctctttta 

 1601  gcattgacag tgaggagtat gaagcgatgc ctgtggaggt gaaactgctc cccaggaagc tgcagttctt ctgtgatcct aggaagagag aacagatgct 

 1701  cacaagcccc acccagtaaa ggcgcgccag tatactctag agtcgacacc cggggaattc ctcgagcgct cgtctctagc ttggcgtaat catggtcata 

 1801  gctgtttcct gtgtgaaatt gttatccgct cacaattcca cacaacatac gagccggaag cataaagtgt aaagcctggg gtgcctaatg agtgagctaa 

 1901  ctcacattaa ttgcgttgcg ctcactgccc gctttccagt cgggaaacct gtcgtgccag ctgcattaat gaatcggcca acgcgcgggg agaggcggtt 

 2001  tgcgtattgg gcgctcttcc gcttcctcgc tcactgactc gctgcgctcg gtcgttcggc tgcggcgagc ggtatcagct cactcaaagg cggtaatacg 

 2101  gttatccaca gaatcagggg ataacgcagg aaagaacatg tgagcaaaag gccagcaaaa ggccaggaac cgtaaaaagg ccgcgttgct ggcgtttttc 

 2201  cataggctcc gcccccctga cgagcatcac aaaaatcgac gctcaagtca gaggtggcga aacccgacag gactataaag ataccaggcg tttccccctg 

 2301  gaagctccct cgtgcgctct cctgttccga ccctgccgct taccggatac ctgtccgcct ttctcccttc gggaagcgtg gcgctttctc aatgctcacg 

 2401  ctgtaggtat ctcagttcgg tgtaggtcgt tcgctccaag ctgggctgtg tgcacgaacc ccccgttcag cccgaccgct gcgccttatc cggtaactat 

 2501  cgtcttgagt ccaacccggt aagacacgac ttatcgccac tggcagcagc cactggtaac aggattagca gagcgaggta tgtaggcggt gctacagagt 

 2601  tcttgaagtg gtggcctaac tacggctaca ctagaaggac agtatttggt atctgcgctc tgctgaagcc agttaccttc ggaaaaagag ttggtagctc 

 2701  ttgatccggc aaacaaacca ccgctggtag cggtggtttt tttgtttgca agcagcagat tacgcgcaga aaaaaaggat ctcaagaaga tcctttgatc 

 2801  ttttctacgg ggtctgacgc tcagtggaac gaaaactcac gttaagggat tttggtcatg agattatcaa aaaggatctt cacctagatc cttttaaatt 

 2901  aaaaatgaag ttttaaatca atctaaagta tatatgagta aacttggtct gacagttacc aatgcttaat cagtgaggca cctatctcag cgatctgtct 

 3001  atttcgttca tccatagttg cctgactccc cgtcgtgtag ataactacga tacgggaggg cttaccatct ggccccagtg ctgcaatgat accgcgagac 

 3101  ccacgctcac cggctccaga tttatcagca ataaaccagc cagccggaag ggccgagcgc agaagtggtc ctgcaacttt atccgcctcc atccagtcta 

 3201  ttaattgttg ccgggaagct agagtaagta gttcgccagt taatagtttg cgcaacgttg ttgccattgc tacaggcatc gtggtgtcac gctcgtcgtt 

 3301  tggtatggct tcattcagct ccggttccca acgatcaagg cgagttacat gatcccccat gttgtgcaaa aaagcggtta gctccttcgg tcctccgatc 

 3401  gttgtcagaa gtaagttggc cgcagtgtta tcactcatgg ttatggcagc actgcataat tctcttactg tcatgccatc cgtaagatgc ttttctgtga 

 3501  ctggtgagta ctcaaccaag tcattctgag aatagtgtat gcggcgaccg agttgctctt gcccggcgtc aatacgggat aataccgcgc cacatagcag 

 3601  aactttaaaa gtgctcatca ttggaaaacg ttcttcgggg cgaaaactct caaggatctt accgctgttg agatccagtt cgatgtaacc cactcgtgca 

 3701  cccaactgat cttcagcatc ttttactttc accagcgttt ctgggtgagc aaaaacagga aggcaaaatg ccgcaaaaaa gggaataagg gcgacacgga 

 3801  aatgttgaat actcatactc ttcctttttc aatattattg aagcatttat cagggttatt gtctcatgag cggatacata tttgaatgta tttagaaaaa 

 3901  taaacaaata ggggttccgc gcacatttcc ccgaaaagtg ccacctgacg tctaagaaac cattattatc atgacattaa cctataaaaa taggcgtatc 

 4001  acgaggccct ttcgtc 

 

 

 

> RDC3788 Translated Insert Sequence 
   1  mtvffktlrn hwkkttaglc lltwgghwly gkhcdnllrr aacqeaqvfg nqlippnaqv kkatvflnpa ackgkartlf eknaapilhl sgmdvtivkt 

 101  dyegqakkll elmentdvii vaggdgtlqe vvtgvlrrtd eatfskipig fiplgetssl shtlfaesgn kvqhitdatl aivkgetvpl dvlqikgeke 

 201  qpvfamtglr wgsfrdagvk vskywylgpl kikaahffst lkewpqthqa sisytgpter ppnepeetpv qrpslyrril rrlasywaqp qdalsqevsp 

 301  evwkdvqlst ielsittrnn qldptskedf lniciepdti skgdfitigs rkvrnpklhv egteclqasq ctllipegag gsfsidseey eampvevkll 

 401  prklqffcdp rkreqmltsp tq 


