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 hPIAS3 VersaClone cDNA  
Catalog Number: RDC3766 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3766

4634 bps

PfoI
BstAPI
NdeI

BstXI

BmgBI
HpaI
HindIII
EcoRV
BmtI
NheI
NotI
EagI
BtgI
NcoI

DraIII
EcoNI

BsaBI
BbsI

BstEII

MfeI
SexAI

BspEI
BclI

BseRI
BbvCI

KflI
Bsu36I

AscI
BssHII

BstZ17I
XbaI
SalI

SmaI
XmaI
ApoI

EcoRI
PspXI
XhoI

Eco47III

SapI

BsrFI

ScaI

XmnI

SspI
AatII
ZraI

hPIAS3 (1-628)

COLE1

AMP

Gene:  hPIAS3 

Accession: NP_006090.2 

Insert size: 1900bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hPIAS3 cDNA 
Plasmid  

PIAS3 protein inhibitor of 
activated STAT 3 [ Homo 
sapiens (human) ] 
 
Also known as: ZMIZ5 
 
Summary: 
PIAS3 is a member of the PIAS 
[protein inhibitor of activated 
STAT (signal transducer and 
activator of transcription)] 
family of transcriptional 
modulators. It functions as a 
SUMO (small ubiquitin-like 
modifier)-E3 ligase which 
catalyzes the covalent 
attachment of a SUMO protein 
to specific target substrates. 
PIAS3 directly binds to several 
transcription factors and either 
blocks or enhances their 
activity. Alternatively spliced 
transcript variants of PIAS3 
have been identified, but the 
full-length nature of some of 
these variants has not been 
determined. 
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> RDC3766 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggcggagc tgggcgaatt aaagcacatg gtgatgagtt tccgggtgtc 

  501  tgagctccag gtgcttcttg gctttgctgg ccggaacaag agtggacgga agcacgagct cctggccaag gctctgcacc tcctgaagtc cagctgtgcc 

  601  cctagtgtcc agatgaagat caaagagctt taccgacgac gctttccccg gaagaccctg gggccctctg atctctccct tctctctttg ccccctggca 

  701  cctctcctgt aggctcccct ggtcctctag ctcccattcc cccaacgctg ttggcccctg gcaccctgct gggccccaag cgtgaggtgg acatgcaccc 

  801  ccctctgccc cagcctgtgc accctgatgt caccatgaaa ccattgccct tctatgaagt ctatggggag ctcatccggc ccaccaccct tgcatccact 

  901  tctagccagc ggtttgagga agcgcacttt acctttgccc tcacacccca gcaagtgcag cagattctta catccagaga ggttctgcca ggagccaaat 

 1001  gtgattatac catacaggtg cagctaaggt tctgtctctg tgagaccagc tgcccccagg aagattattt tccccccaac ctctttgtca aggtcaatgg 

 1101  gaaactgtgc cccctgccgg gttaccttcc cccaaccaag aatggggccg agcccaagag gcccagccgc cccatcaaca tcacacccct ggctcgactc 

 1201  tcagccactg ttcccaacac cattgtggtc aattggtcat ctgagttcgg acggaattac tccttgtctg tgtacctggt gaggcagttg actgcaggaa 

 1301  cccttctaca aaaactcaga gcaaagggta tccggaaccc agaccactcg cgggcactga tcaaggagaa attgactgct gaccctgaca gtgaggtggc 

 1401  cactacaagt ctccgggtgt cactcatgtg cccgctaggg aagatgcgcc tgactgtccc ttgtcgtgcc ctcacctgcg cccacctgca gagcttcgat 

 1501  gctgcccttt atctacagat gaatgagaag aagcctacat ggacatgtcc tgtgtgtgac aagaaggctc cctatgaatc tcttatcatt gatggtttat 

 1601  ttatggagat tcttagttcc tgttcagatt gtgatgagat ccaattcatg gaagatggat cctggtgccc aatgaaaccc aagaaggagg catctgaggt 

 1701  ttgccccccg ccagggtatg ggctggatgg cctccagtac agcccagtcc aggggggaga tccatcagag aataagaaga aggtcgaagt tattgacttg 

 1801  acaatagaaa gctcatcaga tgaggaggat ctgcccccta ccaagaagca ctgttctgtc acctcagctg ccatcccggc cctacctgga agcaaaggag 

 1901  tcctgacatc tggccaccag ccatcctcgg tgctaaggag ccctgctatg ggcacgttgg gtggggattt cctgtccagt ctcccactac atgagtaccc 

 2001  acctgccttc ccactgggag ccgacatcca aggtttagat ttattttcat ttcttcagac agagagtcag cactatggcc cctctgtcat cacctcacta 

 2101  gatgaacagg atgcccttgg ccacttcttc cagtaccgag ggaccccttc tcactttctg ggcccactgg cccccacgct ggggagctcc cactgcagcg 

 2201  ccactccggc gccccctcct ggccgtgtca gcagcattgt ggcccctggg ggggccttga gggaggggca tggaggaccc ctgccctcag gtccctcttt 

 2301  gactggctgt cggtcagaca tcatttccct ggactaaagg cgcgccagta tactctagag tcgacacccg gggaattcct cgagcgctcg tctctagctt 

 2401  ggcgtaatca tggtcatagc tgtttcctgt gtgaaattgt tatccgctca caattccaca caacatacga gccggaagca taaagtgtaa agcctggggt 

 2501  gcctaatgag tgagctaact cacattaatt gcgttgcgct cactgcccgc tttccagtcg ggaaacctgt cgtgccagct gcattaatga atcggccaac 

 2601  gcgcggggag aggcggtttg cgtattgggc gctcttccgc ttcctcgctc actgactcgc tgcgctcggt cgttcggctg cggcgagcgg tatcagctca 

 2701  ctcaaaggcg gtaatacggt tatccacaga atcaggggat aacgcaggaa agaacatgtg agcaaaaggc cagcaaaagg ccaggaaccg taaaaaggcc 

 2801  gcgttgctgg cgtttttcca taggctccgc ccccctgacg agcatcacaa aaatcgacgc tcaagtcaga ggtggcgaaa cccgacagga ctataaagat 

 2901  accaggcgtt tccccctgga agctccctcg tgcgctctcc tgttccgacc ctgccgctta ccggatacct gtccgccttt ctcccttcgg gaagcgtggc 

 3001  gctttctcaa tgctcacgct gtaggtatct cagttcggtg taggtcgttc gctccaagct gggctgtgtg cacgaacccc ccgttcagcc cgaccgctgc 

 3101  gccttatccg gtaactatcg tcttgagtcc aacccggtaa gacacgactt atcgccactg gcagcagcca ctggtaacag gattagcaga gcgaggtatg 

 3201  taggcggtgc tacagagttc ttgaagtggt ggcctaacta cggctacact agaaggacag tatttggtat ctgcgctctg ctgaagccag ttaccttcgg 

 3301  aaaaagagtt ggtagctctt gatccggcaa acaaaccacc gctggtagcg gtggtttttt tgtttgcaag cagcagatta cgcgcagaaa aaaaggatct 

 3401  caagaagatc ctttgatctt ttctacgggg tctgacgctc agtggaacga aaactcacgt taagggattt tggtcatgag attatcaaaa aggatcttca 

 3501  cctagatcct tttaaattaa aaatgaagtt ttaaatcaat ctaaagtata tatgagtaaa cttggtctga cagttaccaa tgcttaatca gtgaggcacc 

 3601  tatctcagcg atctgtctat ttcgttcatc catagttgcc tgactccccg tcgtgtagat aactacgata cgggagggct taccatctgg ccccagtgct 

 3701  gcaatgatac cgcgagaccc acgctcaccg gctccagatt tatcagcaat aaaccagcca gccggaaggg ccgagcgcag aagtggtcct gcaactttat 

 3801  ccgcctccat ccagtctatt aattgttgcc gggaagctag agtaagtagt tcgccagtta atagtttgcg caacgttgtt gccattgcta caggcatcgt 

 3901  ggtgtcacgc tcgtcgtttg gtatggcttc attcagctcc ggttcccaac gatcaaggcg agttacatga tcccccatgt tgtgcaaaaa agcggttagc 

 4001  tccttcggtc ctccgatcgt tgtcagaagt aagttggccg cagtgttatc actcatggtt atggcagcac tgcataattc tcttactgtc atgccatccg 

 4101  taagatgctt ttctgtgact ggtgagtact caaccaagtc attctgagaa tagtgtatgc ggcgaccgag ttgctcttgc ccggcgtcaa tacgggataa 

 4201  taccgcgcca catagcagaa ctttaaaagt gctcatcatt ggaaaacgtt cttcggggcg aaaactctca aggatcttac cgctgttgag atccagttcg 

 4301  atgtaaccca ctcgtgcacc caactgatct tcagcatctt ttactttcac cagcgtttct gggtgagcaa aaacaggaag gcaaaatgcc gcaaaaaagg 

 4401  gaataagggc gacacggaaa tgttgaatac tcatactctt cctttttcaa tattattgaa gcatttatca gggttattgt ctcatgagcg gatacatatt 

 4501  tgaatgtatt tagaaaaata aacaaatagg ggttccgcgc acatttcccc gaaaagtgcc acctgacgtc taagaaacca ttattatcat gacattaacc 

 4601  tataaaaata ggcgtatcac gaggcccttt cgtc 

 

 

 

> RDC3766 Translated Insert Sequence 
   1  maelgelkhm vmsfrvselq vllgfagrnk sgrkhellak alhllkssca psvqmkikel yrrrfprktl gpsdlsllsl ppgtspvgsp gplapipptl 

 101  lapgtllgpk revdmhpplp qpvhpdvtmk plpfyevyge lirpttlast ssqrfeeahf tfaltpqqvq qiltsrevlp gakcdytiqv qlrfclcets 

 201  cpqedyfppn lfvkvngklc plpgylpptk ngaepkrpsr pinitplarl satvpntivv nwssefgrny slsvylvrql tagtllqklr akgirnpdhs 

 301  ralikeklta dpdsevatts lrvslmcplg kmrltvpcra ltcahlqsfd aalylqmnek kptwtcpvcd kkapyeslii dglfmeilss csdcdeiqfm 

 401  edgswcpmkp kkeasevcpp pgygldglqy spvqggdpse nkkkvevidl tiesssdeed lpptkkhcsv tsaaipalpg skgvltsghq pssvlrspam 

 501  gtlggdflss lplheyppaf plgadiqgld lfsflqtesq hygpsvitsl deqdalghff qyrgtpshfl gplaptlgss hcsatpappp grvssivapg 

 601  galreghggp lpsgpsltgc rsdiisld 


