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 mSGCG VersaClone cDNA  
Catalog Number: RDC3745 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3745

3623 bps

BstAPI
NdeI

KasI
NarI
SfoI

BstXI

HpaI
HindIII
BamHI
EcoRV
NheI
NotI
EagI
NcoI

BstEII

PstI

BseRI

SacI
DraIII
Bsu36I

BsaBI

PpuMI
BglII

BspMI

AscI
BssHII
XbaI
SalI
SmaI
XmaI
EcoRI
PspXI
XhoISapI

PciI

AlwNI

BsaI

ScaI

XmnI

SspI
AatII

mSGCG (1-291)

COLE1

AMP

Gene:  mSgcg 

Accession: NP_036022.1 

Insert size: 889bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

mSGCG cDNA Plasmid 

Sgcg sarcoglycan, gamma 

(dystrophin-associated 

glycoprotein) [ Mus musculus 

(house mouse) ] 

Also known as: 35kDa; gamma-SG; 

5430420E18Rik 

Summary: 
SGCG is a gamma-sarcoglycan, one 
of several sarcolemmal 
transmembrane glycoproteins that 
interact with dystrophin. The 
dystrophin-glycoprotein complex 
(DGC) spans the sarcolemma and is 
comprised of dystrophin, 
syntrophin, alpha- and beta-
dystroglycans and sarcoglycans. The 
DGC provides a structural link 
between the subsarcolemmal 
cytoskeleton and the extracellular 
matrix of muscle cells. Defects in 
SGCG can lead to early onset 
autosomal recessive muscular 
dystrophy, in particular limb-girdle 
muscular dystrophy, type 2C 
(LGMD2C). 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3745 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggttcgag aacagtacac cacggtcacc gagggcactc acatagagag 

  501  gcccgagaac cagcacatct acaagattgg catttacgga tggaggaagc gctgcctata cctattcgtt cttctcctgc tcgccatcct cgttgtgaat 

  601  ctcgctctca ctatctggat tctgaaagtg atgtggtttt ctccaatagg aatgggtcac ttgcatgtta cagcagatgg acttcgcctg gaaggagagt 

  701  cggaattttt atttccgctg tatgccaaag aaatacgctc cagagtggac tcatctctgc ttctgcagtc aacccagaac gtgacagtca gtgctcgcaa 

  801  ctcagaaggg gaggtcacag gccgggtgaa agtgggtgcc cagatggtag aagtccagag ccagcacttt cagatcaatt ctgaagatgg caagccactg 

  901  ttctctgcgg aggagcagga cgttgtggtt ggcacaggca gactgcgcgt aacagggcca gaaggagctc tttttgaaca ctcagtggag acaccccttg 

 1001  tcagagctga cccatttcaa gaccttaggt tagaatcccc aactcggagt ctaagcatgg atgccccaag gggggttcat gttaaagcta acgctgggaa 

 1101  attggaggcc ctctctcaga tggacatcat cttgcagagt agtgaaggag tgctggtgct ggatgctgaa actgtgggtt tgaccaagtt gaagcagggg 

 1201  acacagggtc ccgctggcag ctctaatgga ttctatgaga tctgtgcgtg tcctgatggg aagctgtacc tgtctatggc tggtgaagtc accacctgcg 

 1301  aggaacacag ccacgtctgt ctttaaaggc gcgccagtat actctagagt cgacacccgg ggaattcctc gagcgctcgt ctctagcttg gcgtaatcat 

 1401  ggtcatagct gtttcctgtg tgaaattgtt atccgctcac aattccacac aacatacgag ccggaagcat aaagtgtaaa gcctggggtg cctaatgagt 

 1501  gagctaactc acattaattg cgttgcgctc actgcccgct ttccagtcgg gaaacctgtc gtgccagctg cattaatgaa tcggccaacg cgcggggaga 

 1601  ggcggtttgc gtattgggcg ctcttccgct tcctcgctca ctgactcgct gcgctcggtc gttcggctgc ggcgagcggt atcagctcac tcaaaggcgg 

 1701  taatacggtt atccacagaa tcaggggata acgcaggaaa gaacatgtga gcaaaaggcc agcaaaaggc caggaaccgt aaaaaggccg cgttgctggc 

 1801  gtttttccat aggctccgcc cccctgacga gcatcacaaa aatcgacgct caagtcagag gtggcgaaac ccgacaggac tataaagata ccaggcgttt 

 1901  ccccctggaa gctccctcgt gcgctctcct gttccgaccc tgccgcttac cggatacctg tccgcctttc tcccttcggg aagcgtggcg ctttctcaat 

 2001  gctcacgctg taggtatctc agttcggtgt aggtcgttcg ctccaagctg ggctgtgtgc acgaaccccc cgttcagccc gaccgctgcg ccttatccgg 

 2101  taactatcgt cttgagtcca acccggtaag acacgactta tcgccactgg cagcagccac tggtaacagg attagcagag cgaggtatgt aggcggtgct 

 2201  acagagttct tgaagtggtg gcctaactac ggctacacta gaaggacagt atttggtatc tgcgctctgc tgaagccagt taccttcgga aaaagagttg 

 2301  gtagctcttg atccggcaaa caaaccaccg ctggtagcgg tggttttttt gtttgcaagc agcagattac gcgcagaaaa aaaggatctc aagaagatcc 

 2401  tttgatcttt tctacggggt ctgacgctca gtggaacgaa aactcacgtt aagggatttt ggtcatgaga ttatcaaaaa ggatcttcac ctagatcctt 

 2501  ttaaattaaa aatgaagttt taaatcaatc taaagtatat atgagtaaac ttggtctgac agttaccaat gcttaatcag tgaggcacct atctcagcga 

 2601  tctgtctatt tcgttcatcc atagttgcct gactccccgt cgtgtagata actacgatac gggagggctt accatctggc cccagtgctg caatgatacc 

 2701  gcgagaccca cgctcaccgg ctccagattt atcagcaata aaccagccag ccggaagggc cgagcgcaga agtggtcctg caactttatc cgcctccatc 

 2801  cagtctatta attgttgccg ggaagctaga gtaagtagtt cgccagttaa tagtttgcgc aacgttgttg ccattgctac aggcatcgtg gtgtcacgct 

 2901  cgtcgtttgg tatggcttca ttcagctccg gttcccaacg atcaaggcga gttacatgat cccccatgtt gtgcaaaaaa gcggttagct ccttcggtcc 

 3001  tccgatcgtt gtcagaagta agttggccgc agtgttatca ctcatggtta tggcagcact gcataattct cttactgtca tgccatccgt aagatgcttt 

 3101  tctgtgactg gtgagtactc aaccaagtca ttctgagaat agtgtatgcg gcgaccgagt tgctcttgcc cggcgtcaat acgggataat accgcgccac 

 3201  atagcagaac tttaaaagtg ctcatcattg gaaaacgttc ttcggggcga aaactctcaa ggatcttacc gctgttgaga tccagttcga tgtaacccac 

 3301  tcgtgcaccc aactgatctt cagcatcttt tactttcacc agcgtttctg ggtgagcaaa aacaggaagg caaaatgccg caaaaaaggg aataagggcg 

 3401  acacggaaat gttgaatact catactcttc ctttttcaat attattgaag catttatcag ggttattgtc tcatgagcgg atacatattt gaatgtattt 

 3501  agaaaaataa acaaataggg gttccgcgca catttccccg aaaagtgcca cctgacgtct aagaaaccat tattatcatg acattaacct ataaaaatag 

 3601  gcgtatcacg aggccctttc gtc 

 

 

 

> RDC3745 Translated Insert Sequence 
   1  mvreqyttvt egthierpen qhiykigiyg wrkrclylfv llllailvvn laltiwilkv mwfspigmgh lhvtadglrl egeseflfpl yakeirsrvd 

 101  sslllqstqn vtvsarnseg evtgrvkvga qmvevqsqhf qinsedgkpl fsaeeqdvvv gtgrlrvtgp egalfehsve tplvradpfq dlrlesptrs 

 201  lsmdaprgvh vkanagklea lsqmdiilqs segvlvldae tvgltklkqg tqgpagssng fyeicacpdg klylsmagev ttceehshvc l 


