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 hPIAS1 VersaClone cDNA  
Catalog Number: RDC3730 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3730

4703 bps

PfoI
BstAPI

KasI
NarI
SfoI

BstXI

BmgBI
HpaI
HindIII
EcoRV
BmtI
NheI
NotI
EagI

BtgZI

PshAI

PacI

ApaI
PspOMI

BsrGI

Eco53kI
SacI

BbsI

BseRI

AscI
BssHII

SalI
SmaI
XmaI
ApoI

EcoRI
PspXI
XhoI

AlwNI

AhdI

BsaI
BsrFI

NmeAIII

SspI
AatII
ZraI

hPIAS1 (1-651)

COLE1

AMP

Gene:  hPIAS1 

Accession: NP_057250.1 

Insert size: 1969bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hPIAS1 cDNA Plasmid 

PIAS1 protein inhibitor of 

activated STAT 1 [ Homo sapiens 

(human) ] 

Also known as: GBP; ZMIZ3; 

DDXBP1; GU/RH-II 

Summary: 
PIAS1 is a member of the protein 
inhibitor of activated STAT (PIAS) 
family. PIAS proteins function as 
SUMO E3 ligases and play important 
roles in many cellular processes by 
mediating the sumoylation of target 
proteins. PIAS1 plays a central role 
as a transcriptional coregulator of 
numerous cellular pathways 
including the STAT1 and nuclear 
factor kappaB pathways. Alternate 
splicing results in multiple transcript 
variants. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3730 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggcggaca gtgcggaact aaagcaaatg gttatgagcc ttagagtttc 

  501  tgaactccaa gtactgttgg gctacgccgg gagaaacaag cacggacgca aacacgaact tctcacaaaa gccctgcatt tgctaaaggc tggctgtagt 

  601  cctgctgtgc aaatgaaaat taaggaactc tataggcggc ggttcccaca gaaaatcatg acgcctgcag acttgtccat ccccaacgta cattcaagtc 

  701  ctatgccagc aactttgtct ccatctacca ttccacaact cacttacgat ggtcaccctg catcatcgcc attactccct gtttctcttc tgggacctaa 

  801  acatgaactg gaactcccac atcttacatc agctcttcac ccagtccatc cggatataaa acttcaaaaa ttaccatttt atgatttact ggatgaactg 

  901  ataaaaccca ccagtctagc atcagacaac agtcagcgct ttcgagaaac ctgttttgca tttgccttga caccacaaca agtgcagcaa atcagtagtt 

 1001  ccatggatat ttctgggacc aaatgtgact tcacagtaca ggtccagtta aggttttgtt tatcagaaac cagttgtcca caagaagatc acttcccacc 

 1101  caatctttgt gtgaaagtga atacaaaacc ttgcagcctt ccaggttacc ttccacctac aaaaaatggc gtggaaccaa agcgacccag ccgaccaatt 

 1201  aatatcacct cacttgtccg actgtccaca acagtaccaa acacgattgt tgtttcttgg actgcagaaa ttggaagaaa ctattccatg gcagtatatc 

 1301  ttgtaaaaca gttgtcctca acagttcttc ttcagaggtt acgagcaaag ggaataagga atccggatca ttctagagct ttaattaaag agaagttgac 

 1401  tgcggatcca gacagtgaaa tagctacaac cagcctaagg gtttctctac tatgtccact tggtaaaatg cggctgacaa ttccgtgtcg ggcccttaca 

 1501  tgttctcatc tacaatgttt tgacgcaact ctttacattc agatgaatga gaaaaaacca acctgggttt gtcctgtctg tgataagaag gctccatatg 

 1601  aacaccttat tattgatggc ttgtttatgg aaatcctaaa gtactgtaca gactgtgatg aaatacaatt taaggaggat ggcacttggg caccgatgag 

 1701  atcaaaaaag gaagtacagg aagtttctgc ctcttacaat ggagtcgatg gatgcttgag ctccacattg gagcatcagg tagcgtctca ccaccagtcc 

 1801  tcaaataaaa acaagaaagt agaagtgatt gacctaacca tagacagttc atctgatgaa gaggaagaag agccatctgc caagaggacc tgtccttccc 

 1901  tatctcccac atcaccacta aataataaag gcattttaag tcttccacat caagcatctc cagtatcccg caccccaagc cttcctgctg tagacacaag 

 2001  ctacattaat acctccctca tccaagacta taggcatcct ttccacatga cacccatgcc ttacgactta caaggattag atttctttcc tttcttatca 

 2101  ggagacaatc agcattacaa cacctccttg cttgccgctg cagcagcagc agtttcagat gatcaagacc tcctacactc gtctcggttt ttcccgtata 

 2201  cctcctcaca gatgtttctt gatcagttaa gtgcaggagg cagtacttct ctgccaacca ccaatggaag cagtagtggc agtaacagca gcctggtttc 

 2301  ttccaacagc ctaagggaaa gccatagcca caccgtcaca aacaggagca gcacggacac ggcatccatc tttggcatca taccagacat tatttcactg 

 2401  gactaaaggc gcgccagtat actctagagt cgacacccgg ggaattcctc gagcgctcgt ctctagcttg gcgtaatcat ggtcatagct gtttcctgtg 

 2501  tgaaattgtt atccgctcac aattccacac aacatacgag ccggaagcat aaagtgtaaa gcctggggtg cctaatgagt gagctaactc acattaattg 

 2601  cgttgcgctc actgcccgct ttccagtcgg gaaacctgtc gtgccagctg cattaatgaa tcggccaacg cgcggggaga ggcggtttgc gtattgggcg 

 2701  ctcttccgct tcctcgctca ctgactcgct gcgctcggtc gttcggctgc ggcgagcggt atcagctcac tcaaaggcgg taatacggtt atccacagaa 

 2801  tcaggggata acgcaggaaa gaacatgtga gcaaaaggcc agcaaaaggc caggaaccgt aaaaaggccg cgttgctggc gtttttccat aggctccgcc 

 2901  cccctgacga gcatcacaaa aatcgacgct caagtcagag gtggcgaaac ccgacaggac tataaagata ccaggcgttt ccccctggaa gctccctcgt 

 3001  gcgctctcct gttccgaccc tgccgcttac cggatacctg tccgcctttc tcccttcggg aagcgtggcg ctttctcaat gctcacgctg taggtatctc 

 3101  agttcggtgt aggtcgttcg ctccaagctg ggctgtgtgc acgaaccccc cgttcagccc gaccgctgcg ccttatccgg taactatcgt cttgagtcca 

 3201  acccggtaag acacgactta tcgccactgg cagcagccac tggtaacagg attagcagag cgaggtatgt aggcggtgct acagagttct tgaagtggtg 

 3301  gcctaactac ggctacacta gaaggacagt atttggtatc tgcgctctgc tgaagccagt taccttcgga aaaagagttg gtagctcttg atccggcaaa 

 3401  caaaccaccg ctggtagcgg tggttttttt gtttgcaagc agcagattac gcgcagaaaa aaaggatctc aagaagatcc tttgatcttt tctacggggt 

 3501  ctgacgctca gtggaacgaa aactcacgtt aagggatttt ggtcatgaga ttatcaaaaa ggatcttcac ctagatcctt ttaaattaaa aatgaagttt 

 3601  taaatcaatc taaagtatat atgagtaaac ttggtctgac agttaccaat gcttaatcag tgaggcacct atctcagcga tctgtctatt tcgttcatcc 

 3701  atagttgcct gactccccgt cgtgtagata actacgatac gggagggctt accatctggc cccagtgctg caatgatacc gcgagaccca cgctcaccgg 

 3801  ctccagattt atcagcaata aaccagccag ccggaagggc cgagcgcaga agtggtcctg caactttatc cgcctccatc cagtctatta attgttgccg 

 3901  ggaagctaga gtaagtagtt cgccagttaa tagtttgcgc aacgttgttg ccattgctac aggcatcgtg gtgtcacgct cgtcgtttgg tatggcttca 

 4001  ttcagctccg gttcccaacg atcaaggcga gttacatgat cccccatgtt gtgcaaaaaa gcggttagct ccttcggtcc tccgatcgtt gtcagaagta 

 4101  agttggccgc agtgttatca ctcatggtta tggcagcact gcataattct cttactgtca tgccatccgt aagatgcttt tctgtgactg gtgagtactc 

 4201  aaccaagtca ttctgagaat agtgtatgcg gcgaccgagt tgctcttgcc cggcgtcaat acgggataat accgcgccac atagcagaac tttaaaagtg 

 4301  ctcatcattg gaaaacgttc ttcggggcga aaactctcaa ggatcttacc gctgttgaga tccagttcga tgtaacccac tcgtgcaccc aactgatctt 

 4401  cagcatcttt tactttcacc agcgtttctg ggtgagcaaa aacaggaagg caaaatgccg caaaaaaggg aataagggcg acacggaaat gttgaatact 

 4501  catactcttc ctttttcaat attattgaag catttatcag ggttattgtc tcatgagcgg atacatattt gaatgtattt agaaaaataa acaaataggg 

 4601  gttccgcgca catttccccg aaaagtgcca cctgacgtct aagaaaccat tattatcatg acattaacct ataaaaatag gcgtatcacg aggccctttc 

 4701  gtc 

 

 

 

> RDC3730 Translated Insert Sequence 
   1  madsaelkqm vmslrvselq vllgyagrnk hgrkhelltk alhllkagcs pavqmkikel yrrrfpqkim tpadlsipnv hsspmpatls pstipqltyd 

 101  ghpasspllp vsllgpkhel elphltsalh pvhpdiklqk lpfydlldel ikptslasdn sqrfretcfa faltpqqvqq isssmdisgt kcdftvqvql 

 201  rfclsetscp qedhfppnlc vkvntkpcsl pgylpptkng vepkrpsrpi nitslvrlst tvpntivvsw taeigrnysm avylvkqlss tvllqrlrak 

 301  girnpdhsra likekltadp dseiattslr vsllcplgkm rltipcralt cshlqcfdat lyiqmnekkp twvcpvcdkk apyehliidg lfmeilkyct 

 401  dcdeiqfked gtwapmrskk evqevsasyn gvdgclsstl ehqvashhqs snknkkvevi dltidsssde eeeepsakrt cpslsptspl nnkgilslph 

 501  qaspvsrtps lpavdtsyin tsliqdyrhp fhmtpmpydl qgldffpfls gdnqhyntsl laaaaaavsd dqdllhssrf fpytssqmfl dqlsaggsts 

 601  lpttngsssg snsslvssns lreshshtvt nrsstdtasi fgiipdiisl d 


