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 hDaxx VersaClone cDNA  
Catalog Number: RDC3692 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3692

4970 bps

NdeI BmgBI
BamHI
EcoRV
BmtI
NheI
NotI

BlpI

BstBI
KroI
NaeI
NgoMIV

SbfI

Bpu10I

PasI
BbsI

AleI
BstEII

AscI
BssHII

BstZ17I
XbaI
SalI

SmaI
XmaI
ApoI

EcoRI
PspXI
XhoI

Eco47III
PciI

AhdI

ScaI

SspI

hDAXX (1-740)COLE1

AMP

Gene:  hDAXX 

Accession: NP_001341.1 

Insert size: 2236bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hDaxx cDNA 
Plasmid  

DAXX death domain 
associated protein [ Homo 
sapiens (human) ] 
 
Also known as: DAP6; EAP1; 
BING2; SMIM40 

 
Summary: 
DAXX is a multifunctional protein 
that resides in multiple locations 
in the nucleus and in the 
cytoplasm. It interacts with a 
wide variety of proteins, such as 
apoptosis antigen Fas, 
centromere protein C, and 
transcription factor 
erythroblastosis virus E26 
oncogene homolog 1. In the 
nucleus, DAXX functions as a 
potent transcription repressor 
that binds to sumoylated 
transcription factors. Its 
repression can be relieved by the 
sequestration of this protein into 
promyelocytic leukemia nuclear 
bodies or nucleoli. It also 
associates with centromeres in 
G2 phase. In the cytoplasm, DAXX 
may function to regulate 
apoptosis.  

 FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3692 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggccaccg ctaacagcat catcgtgctg gatgatgatg acgaagatga 

  501  agcagctgct cagccagggc cctcccaccc actccccaat gcggcctcac ctggggcaga agcccctagc tcctctgagc ctcatggggc cagaggaagc 

  601  agtagttcgg gcggcaagaa atgctacaag ctggagaatg agaagctgtt cgaagagttc cttgaacttt gtaagatgca gacagcagac caccctgagg 

  701  tggtcccatt cctctataac cggcagcaac gtgcccactc tctgtttttg gcctcggcgg agttctgcaa catcctctct agggtcctgt ctcgggcccg 

  801  gagccggcca gccaagctct atgtctacat caatgagctc tgcactgttc tcaaggccca ctcagccaaa aagaagctga acttggcccc tgccgccacc 

  901  acctccaatg agccctctgg gaataaccct cccacacacc tctccttgga ccccacaaat gctgaaaaca ctgcctctca gtctccaagg acccgtggtt 

 1001  cccggcggca gatccagcgt ttggagcagc tgctggcgct ctatgtggca gagatccggc ggctgcagga aaaggagttg gatctctcag aattggatga 

 1101  cccagactcc gcatacctgc aggaggcacg gttgaagcgt aagctgatcc gcctctttgg gcgactatgt gagctgaaag actgctcttc actgaccggc 

 1201  cgtgtcatag agcagcgcat cccctaccgt ggcacccgct acccagaggt taacaggcgc attgagcggc tcatcaacaa gccagggcct gataccttcc 

 1301  ctgactatgg ggatgtgctt cgggctgtag agaaggcagc tgcccgacac agccttggcc tcccccgaca gcagctccag ctcatggctc aggatgcctt 

 1401  ccgagatgtg ggcatcaggt tacaggagcg acgtcacctc gatctcatct acaactttgg ctgccacctc acagatgact ataggccagg cgttgaccct 

 1501  gcactatcag atcctgtgtt ggcccggcgc cttcgggaaa accggagttt ggccatgagt cggctggatg aggtcatctc caaatatgca atgttgcaag 

 1601  acaaaagtga ggagggcgag agaaaaaaga gaagagctcg gctccaaggc acctcttccc actctgcaga cacccccgaa gcctccttgg attctggtga 

 1701  gggccctagt ggaatggcat cccaggggtg cccttctgcc tccagagctg agacagatga cgaagacgat gaggagagtg atgaggaaga ggaggaggag 

 1801  gaggaagaag aagaggagga ggccacagat tctgaagagg aggaggatct ggaacagatg caggagggtc aggaggatga tgaagaggag gacgaagagg 

 1901  aagaagcagc agcaggtaaa gatggagaca agagccccat gtcctcacta cagatctcca atgaaaagaa cctggaacct ggcaaacaga tcagcagatc 

 2001  ttcaggggag cagcaaaaca aaggacgcat agtgtcacca tcgttactgt cagaagaacc cctggccccc tccagcatag atgctgaaag caatggagaa 

 2101  cagcctgagg agctgaccct ggaggaagaa agccctgtgt ctcagctctt tgagctagag attgaagctt tgcccctgga taccccttcc tctgtggaga 

 2201  cggacatttc ctcttccagg aagcaatcag aggagccctt caccactgtc ttagagaatg gagcaggcat ggtctcttct acttccttca atggaggcgt 

 2301  ctctcctcac aactggggag attctggtcc cccctgcaaa aaatctcgga aggagaagaa gcaaacagga tcagggccat taggaaacag ctatgtggaa 

 2401  aggcaaaggt cagtgcatga gaagaatggg aaaaagatat gtaccctgcc cagcccacct tcccccttgg cttccttggc cccagttgct gattcctcca 

 2501  cgagggtgga ctctcccagc catggcctgg tgaccagctc cctctgcatc ccttctccag cccggctgtc ccaaaccccc cattcacagc ctcctcggcc 

 2601  tggtacttgc aagacaagtg tggccacaca atgcgatcca gaagagatca tcgtgctctc agactctgat taaaggcgcg ccagtatact ctagagtcga 

 2701  cacccgggga attcctcgag cgctcgtctc tagcttggcg taatcatggt catagctgtt tcctgtgtga aattgttatc cgctcacaat tccacacaac 

 2801  atacgagccg gaagcataaa gtgtaaagcc tggggtgcct aatgagtgag ctaactcaca ttaattgcgt tgcgctcact gcccgctttc cagtcgggaa 

 2901  acctgtcgtg ccagctgcat taatgaatcg gccaacgcgc ggggagaggc ggtttgcgta ttgggcgctc ttccgcttcc tcgctcactg actcgctgcg 

 3001  ctcggtcgtt cggctgcggc gagcggtatc agctcactca aaggcggtaa tacggttatc cacagaatca ggggataacg caggaaagaa catgtgagca 

 3101  aaaggccagc aaaaggccag gaaccgtaaa aaggccgcgt tgctggcgtt tttccatagg ctccgccccc ctgacgagca tcacaaaaat cgacgctcaa 

 3201  gtcagaggtg gcgaaacccg acaggactat aaagatacca ggcgtttccc cctggaagct ccctcgtgcg ctctcctgtt ccgaccctgc cgcttaccgg 

 3301  atacctgtcc gcctttctcc cttcgggaag cgtggcgctt tctcaatgct cacgctgtag gtatctcagt tcggtgtagg tcgttcgctc caagctgggc 

 3401  tgtgtgcacg aaccccccgt tcagcccgac cgctgcgcct tatccggtaa ctatcgtctt gagtccaacc cggtaagaca cgacttatcg ccactggcag 

 3501  cagccactgg taacaggatt agcagagcga ggtatgtagg cggtgctaca gagttcttga agtggtggcc taactacggc tacactagaa ggacagtatt 

 3601  tggtatctgc gctctgctga agccagttac cttcggaaaa agagttggta gctcttgatc cggcaaacaa accaccgctg gtagcggtgg tttttttgtt 

 3701  tgcaagcagc agattacgcg cagaaaaaaa ggatctcaag aagatccttt gatcttttct acggggtctg acgctcagtg gaacgaaaac tcacgttaag 

 3801  ggattttggt catgagatta tcaaaaagga tcttcaccta gatcctttta aattaaaaat gaagttttaa atcaatctaa agtatatatg agtaaacttg 

 3901  gtctgacagt taccaatgct taatcagtga ggcacctatc tcagcgatct gtctatttcg ttcatccata gttgcctgac tccccgtcgt gtagataact 

 4001  acgatacggg agggcttacc atctggcccc agtgctgcaa tgataccgcg agacccacgc tcaccggctc cagatttatc agcaataaac cagccagccg 

 4101  gaagggccga gcgcagaagt ggtcctgcaa ctttatccgc ctccatccag tctattaatt gttgccggga agctagagta agtagttcgc cagttaatag 

 4201  tttgcgcaac gttgttgcca ttgctacagg catcgtggtg tcacgctcgt cgtttggtat ggcttcattc agctccggtt cccaacgatc aaggcgagtt 

 4301  acatgatccc ccatgttgtg caaaaaagcg gttagctcct tcggtcctcc gatcgttgtc agaagtaagt tggccgcagt gttatcactc atggttatgg 

 4401  cagcactgca taattctctt actgtcatgc catccgtaag atgcttttct gtgactggtg agtactcaac caagtcattc tgagaatagt gtatgcggcg 

 4501  accgagttgc tcttgcccgg cgtcaatacg ggataatacc gcgccacata gcagaacttt aaaagtgctc atcattggaa aacgttcttc ggggcgaaaa 

 4601  ctctcaagga tcttaccgct gttgagatcc agttcgatgt aacccactcg tgcacccaac tgatcttcag catcttttac tttcaccagc gtttctgggt 

 4701  gagcaaaaac aggaaggcaa aatgccgcaa aaaagggaat aagggcgaca cggaaatgtt gaatactcat actcttcctt tttcaatatt attgaagcat 

 4801  ttatcagggt tattgtctca tgagcggata catatttgaa tgtatttaga aaaataaaca aataggggtt ccgcgcacat ttccccgaaa agtgccacct 

 4901  gacgtctaag aaaccattat tatcatgaca ttaacctata aaaataggcg tatcacgagg ccctttcgtc 

 

 

 

> RDC3692 Translated Insert Sequence 
   1  matansiivl ddddedeaaa qpgpshplpn aaspgaeaps ssephgargs sssggkkcyk leneklfeef lelckmqtad hpevvpflyn rqqrahslfl 

 101  asaefcnils rvlsrarsrp aklyvyinel ctvlkahsak kklnlapaat tsnepsgnnp pthlsldptn aentasqspr trgsrrqiqr leqllalyva 

 201  eirrlqekel dlselddpds aylqearlkr klirlfgrlc elkdcssltg rvieqripyr gtrypevnrr ierlinkpgp dtfpdygdvl ravekaaarh 

 301  slglprqqlq lmaqdafrdv girlqerrhl dliynfgchl tddyrpgvdp alsdpvlarr lrenrslams rldeviskya mlqdkseege rkkrrarlqg 

 401  tsshsadtpe asldsgegps gmasqgcpsa sraetddedd eesdeeeeee eeeeeeeatd seeeedleqm qegqeddeee deeeeaaagk dgdkspmssl 

 501  qisneknlep gkqisrssge qqnkgrivsp sllseeplap ssidaesnge qpeeltleee spvsqlfele iealpldtps svetdisssr kqseepfttv 

 601  lengagmvss tsfnggvsph nwgdsgppck ksrkekkqtg sgplgnsyve rqrsvhekng kkictlpspp splaslapva dsstrvdsps hglvtsslci 

 701  psparlsqtp hsqpprpgtc ktsvatqcdp eeiivlsdsd 


