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 hSLC7A2/CAT2 VersaClone cDNA  
Catalog Number: RDC3668 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3668

4724 bps

PfoI
BstAPI
NdeI

KasI BmgBI
HpaI
HindIII
EcoRV
BmtI
NheI
NotI
EagI

BspEI
BtgI
NcoI

BalI
Tth111I
BsrGI
AleI
BsaAI

BspMI

PpuMI

Bsu36I
Acc65I
KpnI

BsmFI
SphI

XcmI
StuI

MfeI
BsaBI

AscI
BssHII

BstZ17I
SalI

SmaI
XmaI
PspXI
XhoI

Eco47III

SapI

PciI

AlwNI

BsrFI
NmeAIII

ScaI

hSLC7A2 (1-658)

COLE1

AMP

Gene:  hSLC7A2 

Accession: NP_001008539.3 

Insert size: 1990bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hSLC7A2/CAT2 cDNA 
Plasmid 

SLC7A2 solute carrier family 7 

member 2 [ Homo sapiens 

(human) ] 

Also known as: CAT2; ATRC2; 

HCAT2 

Summary: 
SLC7A2 is a cationic amino acid 
transporter and a member of the 
APC (amino acid-polyamine-
organocation) family of 
transporters. It is responsible for the 
cellular uptake of arginine, lysine 
and ornithine. Three transcript 
variants encoding different isoforms 
have been found for SLC7A2. 

 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3668 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgattcctt gcagagccgc gctgaccttt gcccgatgtc tgatccggag 

  501  aaaaatcgtg accctggaca gtctagaaga caccaaatta tgccgctgct tatccaccat ggacctcatt gccctgggcg ttggaagcac ccttggggcc 

  601  ggggtttatg tcctcgctgg ggaggtggcc aaggcagact cgggccccag catcgtggtg tccttcctca ttgctgccct ggcttcagtg atggctggcc 

  701  tctgctatgc cgaatttggg gcccgtgttc ccaagacggg gtctgcatat ttgtacacct acgtgactgt cggagagctg tgggccttca tcactggctg 

  801  gaatctcatt ttatcgtatg tgataggtac atcaagtgtt gcaagagcct ggagtggcac ctttgatgaa cttcttagca aacagattgg tcagtttttg 

  901  aggacatact tcagaatgaa ttacactggt cttgcagaat atcccgattt ttttgctgtg tgccttatat tacttctagc aggtcttttg tcttttggag 

 1001  taaaagagtc tgcttgggtg aataaagtct tcacagctgt taatattctc gtccttctgt ttgtgatggt tgctgggttt gtgaaaggaa atgtggcaaa 

 1101  ctggaagatt agtgaagagt ttctcaaaaa tatatcagca agtgccagag agccaccttc tgaaaacgga acaagtatct atggggctgg tggctttatg 

 1201  ccttatggct ttacgggaac gttggctggt gctgcaactt gcttttatgc ctttgtggga tttgactgca ttgcaacaac tggtgaagaa gttcggaatc 

 1301  cccagaaagc tattcccatt ggaattgtga cgtctttgct tgtttgcttt atggcctatt ttggggtctc tgcagcttta acacttatga tgccgtacta 

 1401  cctcctcgat gaaaaaagcc cccttcctgt agcgtttgaa tatgtgggat ggggtcctgc caaatatgtc gtcgcagctg gttctctctg cgccttgtca 

 1501  acaagtcttc ttggatccat tttcccaatg cctcgtgtaa tctatgctat ggcggaggat gggttgcttt tcaaatgtct agctcaaatc aattccaaaa 

 1601  cgaagacacc aataattgct actttatcat cgggtgcagt ggcagctttg atggcctttc tgtttgacct gaaggcgctt gtggacatga tgtccattgg 

 1701  cacactcatg gcctactctc tggtggcagc ctgtgttctc atcctcaggt accagcctgg cttatcttac gaccagccca aatgttctcc tgagaaagat 

 1801  ggtctgggat cgtctcccag ggtaacctcg aagagtgagt cccaggtcac catgctgcag agacagggct tcagcatgcg gaccctcttc tgcccctccc 

 1901  ttctgccaac acagcagtca gcttctctcg tgagctttct ggtaggattc ctagctttcc tcgtgttggg cctgagtgtc ttgaccactt acggagttca 

 2001  tgccatcacc aggctggagg cctggagcct cgctctcctc gcgctgtttc ttgttctctt cgttgccatc gttctcacca tctggaggca gccccagaat 

 2101  cagcaaaaag tagccttcat ggttccattc ttaccatttt tgccagcgtt cagcatcttg gtgaacattt acttgatggt ccagttaagt gcagacactt 

 2201  gggtcagatt cagcatttgg atggcaattg gcttcctgat ttacttttct tatggcatta gacacagcct ggagggtcat ctgagagatg aaaacaatga 

 2301  agaagatgct tatccagaca acgttcatgc agcagcagaa gaaaaatctg ccattcaagc aaatgaccat cacccaagaa atctcagttc acctttcata 

 2401  ttccatgaaa agacaagtga attctaaagg cgcgccagta tactctagag tcgacacccg gggaattcct cgagcgctcg tctctagctt ggcgtaatca 

 2501  tggtcatagc tgtttcctgt gtgaaattgt tatccgctca caattccaca caacatacga gccggaagca taaagtgtaa agcctggggt gcctaatgag 

 2601  tgagctaact cacattaatt gcgttgcgct cactgcccgc tttccagtcg ggaaacctgt cgtgccagct gcattaatga atcggccaac gcgcggggag 

 2701  aggcggtttg cgtattgggc gctcttccgc ttcctcgctc actgactcgc tgcgctcggt cgttcggctg cggcgagcgg tatcagctca ctcaaaggcg 

 2801  gtaatacggt tatccacaga atcaggggat aacgcaggaa agaacatgtg agcaaaaggc cagcaaaagg ccaggaaccg taaaaaggcc gcgttgctgg 

 2901  cgtttttcca taggctccgc ccccctgacg agcatcacaa aaatcgacgc tcaagtcaga ggtggcgaaa cccgacagga ctataaagat accaggcgtt 

 3001  tccccctgga agctccctcg tgcgctctcc tgttccgacc ctgccgctta ccggatacct gtccgccttt ctcccttcgg gaagcgtggc gctttctcaa 

 3101  tgctcacgct gtaggtatct cagttcggtg taggtcgttc gctccaagct gggctgtgtg cacgaacccc ccgttcagcc cgaccgctgc gccttatccg 

 3201  gtaactatcg tcttgagtcc aacccggtaa gacacgactt atcgccactg gcagcagcca ctggtaacag gattagcaga gcgaggtatg taggcggtgc 

 3301  tacagagttc ttgaagtggt ggcctaacta cggctacact agaaggacag tatttggtat ctgcgctctg ctgaagccag ttaccttcgg aaaaagagtt 

 3401  ggtagctctt gatccggcaa acaaaccacc gctggtagcg gtggtttttt tgtttgcaag cagcagatta cgcgcagaaa aaaaggatct caagaagatc 

 3501  ctttgatctt ttctacgggg tctgacgctc agtggaacga aaactcacgt taagggattt tggtcatgag attatcaaaa aggatcttca cctagatcct 

 3601  tttaaattaa aaatgaagtt ttaaatcaat ctaaagtata tatgagtaaa cttggtctga cagttaccaa tgcttaatca gtgaggcacc tatctcagcg 

 3701  atctgtctat ttcgttcatc catagttgcc tgactccccg tcgtgtagat aactacgata cgggagggct taccatctgg ccccagtgct gcaatgatac 

 3801  cgcgagaccc acgctcaccg gctccagatt tatcagcaat aaaccagcca gccggaaggg ccgagcgcag aagtggtcct gcaactttat ccgcctccat 

 3901  ccagtctatt aattgttgcc gggaagctag agtaagtagt tcgccagtta atagtttgcg caacgttgtt gccattgcta caggcatcgt ggtgtcacgc 

 4001  tcgtcgtttg gtatggcttc attcagctcc ggttcccaac gatcaaggcg agttacatga tcccccatgt tgtgcaaaaa agcggttagc tccttcggtc 

 4101  ctccgatcgt tgtcagaagt aagttggccg cagtgttatc actcatggtt atggcagcac tgcataattc tcttactgtc atgccatccg taagatgctt 

 4201  ttctgtgact ggtgagtact caaccaagtc attctgagaa tagtgtatgc ggcgaccgag ttgctcttgc ccggcgtcaa tacgggataa taccgcgcca 

 4301  catagcagaa ctttaaaagt gctcatcatt ggaaaacgtt cttcggggcg aaaactctca aggatcttac cgctgttgag atccagttcg atgtaaccca 

 4401  ctcgtgcacc caactgatct tcagcatctt ttactttcac cagcgtttct gggtgagcaa aaacaggaag gcaaaatgcc gcaaaaaagg gaataagggc 

 4501  gacacggaaa tgttgaatac tcatactctt cctttttcaa tattattgaa gcatttatca gggttattgt ctcatgagcg gatacatatt tgaatgtatt 

 4601  tagaaaaata aacaaatagg ggttccgcgc acatttcccc gaaaagtgcc acctgacgtc taagaaacca ttattatcat gacattaacc tataaaaata 

 4701  ggcgtatcac gaggcccttt cgtc 

 

 

 

> RDC3668 Translated Insert Sequence 
   1  mipcraaltf arclirrkiv tldsledtkl crclstmdli algvgstlga gvyvlageva kadsgpsivv sfliaalasv maglcyaefg arvpktgsay 

 101  lytyvtvgel wafitgwnli lsyvigtssv arawsgtfde llskqigqfl rtyfrmnytg laeypdffav clilllagll sfgvkesawv nkvftavnil 

 201  vllfvmvagf vkgnvanwki seeflknisa sareppseng tsiygaggfm pygftgtlag aatcfyafvg fdciattgee vrnpqkaipi givtsllvcf 

 301  mayfgvsaal tlmmpyylld eksplpvafe yvgwgpakyv vaagslcals tsllgsifpm prviyamaed gllfkclaqi nsktktpiia tlssgavaal 

 401  maflfdlkal vdmmsigtlm ayslvaacvl ilryqpglsy dqpkcspekd glgssprvts ksesqvtmlq rqgfsmrtlf cpsllptqqs aslvsflvgf 

 501  laflvlglsv lttygvhait rleawslall alflvlfvai vltiwrqpqn qqkvafmvpf lpflpafsil vniylmvqls adtwvrfsiw maigfliyfs 

 601  ygirhslegh lrdenneeda ypdnvhaaae eksaiqandh hprnlsspfi fhektsef 


