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 hTRIM63 VersaClone cDNA  
Catalog Number: RDC3629 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3629

3809 bps

BstAPI
NdeI

BbeI

BmgBI
HpaI
BamHI
EcoRV
BmtI
NheI
NotI
BtgI
NcoI
PsiI
EcoNI

BsaBI

BclI

BsaAI
PmlI

StuI

BsgI

SexAI

Van91I

AscI
BssHII
Bst1107I
XbaI
SalI
SmaI
XmaI
PspXI
XhoI
Eco47III

PciI

AhdI

BsaI
Cfr10I

NmeAIII

TsoI

ScaI

XmnI

SspI
AatII
ZraI

hTRIM63 (1-353)

COLE1

AMP

Gene:  hTRIM63 

Accession: NP_115977.2 

Insert size: 1075bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hTRIM63 cDNA 

Plasmid 

TRIM63 tripartite motif 

containing 63 [ Homo sapiens 

(human) ] 

Also known as: IRF; SMRZ; MURF1; 

MURF2; RNF28 

Summary: 
TRIM63 is a member of the RING 
zinc finger protein family found in 
striated muscle and iris. TRIM63 is 
an E3 ubiquitin ligase that localizes 
to the Z-line and M-line lattices of 
myofibrils. It plays an important role 
in the atrophy of skeletal and 
cardiac muscle and is required for 
the degradation of myosin heavy 
chain proteins, myosin light chain, 
myosin binding protein, and for 
muscle-type creatine kinase. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3629 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggattata agtcgagcct gatccaggat gggaatccga tggagaactt 

  501  ggagaagcag ttgatctgcc ctatctgcct ggagatgttt accaagccag tggtcatctt gccgtgccag cacaacctgt gccggaagtg tgccaatgac 

  601  atcttccagg ctgcaaatcc ctactggacc agccggggca gctcagtgtc catgtctgga ggccgtttcc gctgccccac ctgccgccac gaggtgatca 

  701  tggatcgtca cggagtgtac ggcctgcaga ggaacctgct ggtggagaac atcatcgaca tctacaaaca ggagtgctcc agtcggccgc tgcagaaggg 

  801  cagtcacccc atgtgcaagg agcacgaaga tgagaaaatc aacatctact gtctcacgtg tgaggtgccc acctgctcca tgtgcaaggt gtttggtatc 

  901  cacaaggcct gcgaggtggc cccattgcag agtgtcttcc agggacaaaa gactgaactg aataactgta tctccatgct ggtggcgggg aatgaccgtg 

 1001  tgcagaccat catcactcag ctggaggatt cccgtcgagt gaccaaggag aacagtcacc aggtaaagga agagctgagc cagaagtttg acacgttgta 

 1101  tgccatcctg gatgagaaga aaagtgagtt gctgcagcgg atcacgcagg agcaggagaa aaagcttagc ttcatcgagg ccctcatcca gcagtaccag 

 1201  gagcagctgg acaagtccac aaagctggtg gaaactgcca tccagtccct ggacgagcct gggggagcca ccttcctctt gactgccaag caactcatca 

 1301  aaagcattgt ggaagcttcc aagggctgcc agctggggaa gacagagcag ggctttgaga acatggactt ctttactttg gatttagagc acatagcaga 

 1401  cgccctgaga gccattgact ttgggacaga tgaggaagag gaagaattca ttgaagaaga agatcaggaa gaggaagagt ccacagaagg gaaggaagaa 

 1501  ggacaccagt aaaggcgcgc cagtatactc tagagtcgac acccggggaa ttcctcgagc gctcgtctct agcttggcgt aatcatggtc atagctgttt 

 1601  cctgtgtgaa attgttatcc gctcacaatt ccacacaaca tacgagccgg aagcataaag tgtaaagcct ggggtgccta atgagtgagc taactcacat 

 1701  taattgcgtt gcgctcactg cccgctttcc agtcgggaaa cctgtcgtgc cagctgcatt aatgaatcgg ccaacgcgcg gggagaggcg gtttgcgtat 

 1801  tgggcgctct tccgcttcct cgctcactga ctcgctgcgc tcggtcgttc ggctgcggcg agcggtatca gctcactcaa aggcggtaat acggttatcc 

 1901  acagaatcag gggataacgc aggaaagaac atgtgagcaa aaggccagca aaaggccagg aaccgtaaaa aggccgcgtt gctggcgttt ttccataggc 

 2001  tccgcccccc tgacgagcat cacaaaaatc gacgctcaag tcagaggtgg cgaaacccga caggactata aagataccag gcgtttcccc ctggaagctc 

 2101  cctcgtgcgc tctcctgttc cgaccctgcc gcttaccgga tacctgtccg cctttctccc ttcgggaagc gtggcgcttt ctcaatgctc acgctgtagg 

 2201  tatctcagtt cggtgtaggt cgttcgctcc aagctgggct gtgtgcacga accccccgtt cagcccgacc gctgcgcctt atccggtaac tatcgtcttg 

 2301  agtccaaccc ggtaagacac gacttatcgc cactggcagc agccactggt aacaggatta gcagagcgag gtatgtaggc ggtgctacag agttcttgaa 

 2401  gtggtggcct aactacggct acactagaag gacagtattt ggtatctgcg ctctgctgaa gccagttacc ttcggaaaaa gagttggtag ctcttgatcc 

 2501  ggcaaacaaa ccaccgctgg tagcggtggt ttttttgttt gcaagcagca gattacgcgc agaaaaaaag gatctcaaga agatcctttg atcttttcta 

 2601  cggggtctga cgctcagtgg aacgaaaact cacgttaagg gattttggtc atgagattat caaaaaggat cttcacctag atccttttaa attaaaaatg 

 2701  aagttttaaa tcaatctaaa gtatatatga gtaaacttgg tctgacagtt accaatgctt aatcagtgag gcacctatct cagcgatctg tctatttcgt 

 2801  tcatccatag ttgcctgact ccccgtcgtg tagataacta cgatacggga gggcttacca tctggcccca gtgctgcaat gataccgcga gacccacgct 

 2901  caccggctcc agatttatca gcaataaacc agccagccgg aagggccgag cgcagaagtg gtcctgcaac tttatccgcc tccatccagt ctattaattg 

 3001  ttgccgggaa gctagagtaa gtagttcgcc agttaatagt ttgcgcaacg ttgttgccat tgctacaggc atcgtggtgt cacgctcgtc gtttggtatg 

 3101  gcttcattca gctccggttc ccaacgatca aggcgagtta catgatcccc catgttgtgc aaaaaagcgg ttagctcctt cggtcctccg atcgttgtca 

 3201  gaagtaagtt ggccgcagtg ttatcactca tggttatggc agcactgcat aattctctta ctgtcatgcc atccgtaaga tgcttttctg tgactggtga 

 3301  gtactcaacc aagtcattct gagaatagtg tatgcggcga ccgagttgct cttgcccggc gtcaatacgg gataataccg cgccacatag cagaacttta 

 3401  aaagtgctca tcattggaaa acgttcttcg gggcgaaaac tctcaaggat cttaccgctg ttgagatcca gttcgatgta acccactcgt gcacccaact 

 3501  gatcttcagc atcttttact ttcaccagcg tttctgggtg agcaaaaaca ggaaggcaaa atgccgcaaa aaagggaata agggcgacac ggaaatgttg 

 3601  aatactcata ctcttccttt ttcaatatta ttgaagcatt tatcagggtt attgtctcat gagcggatac atatttgaat gtatttagaa aaataaacaa 

 3701  ataggggttc cgcgcacatt tccccgaaaa gtgccacctg acgtctaaga aaccattatt atcatgacat taacctataa aaataggcgt atcacgaggc 

 3801  cctttcgtc 

 

 

 

> RDC3629 Translated Insert Sequence 
   1  mdykssliqd gnpmenlekq licpiclemf tkpvvilpcq hnlcrkcand ifqaanpywt srgssvsmsg grfrcptcrh evimdrhgvy glqrnllven 

 101  iidiykqecs srplqkgshp mckehedeki niycltcevp tcsmckvfgi hkacevaplq svfqgqktel nncismlvag ndrvqtiitq ledsrrvtke 

 201  nshqvkeels qkfdtlyail dekksellqr itqeqekkls fiealiqqyq eqldkstklv etaiqsldep ggatflltak qliksiveas kgcqlgkteq 

 301  gfenmdfftl dlehiadalr aidfgtdeee eefieeedqe eeestegkee ghq 


