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 hADRM1 VersaClone cDNA  
Catalog Number: RDC3589 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3589

3971 bps

NdeI
BmgBI
HpaI
HindIII
BamHI
EcoRV
BmtI
NheI
NotI
EagI

Bsu36I
XcmI

AccIII
BsrGI

BbsI
BclI

BsaAI

NaeI
NgoMIV

BstEII

BbvCI
Bpu10I

BlpI

Van91I

BtgI
SacII

PasI
StyI

BtgZI

AscI
Bst1107I
XbaI
SalI
SmaI
XmaI
ApoI
EcoRI
PspXI
XhoI
Eco47III

SapIPciI

BsaI

NmeAIII

TsoI

XmnI

SspI

hADRM1 (1-407)

COLE1

AMP

Gene:  hADRM1 

Accession: NP_008933.2 

Insert size: 1237bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hADRM1 cDNA 
Plasmid 

ADRM1 ADRM1 26S proteasome 

ubiquitin receptor [ Homo 

sapiens (human) ] 

Also known as: ARM1; ARM-1; 

GP110; PSMD16 

Summary: 
ADRM1 is a member of the adhesion 
regulating molecule 1 protein 
family. ADRM1 is a component of 
the proteasome where it acts as a 
ubiquitin receptor and recruits the 
deubiquitinating enzyme, ubiquitin 
carboxyl-terminal hydrolase L5. 
Increased levels of ADRM1 are 
associated with increased cell 
adhesion, which is likely an indirect 
effect of this intracellular protein. 
Dysregulation of ADRM1 has been 
implicated in carcinogenesis. 
Alternative splicing results in 
multiple transcript variants. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3589 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgacgacct caggcgcgct ctttccttct ctggttccag gctctcgggg 

  501  cgcctccaac aagtacttgg tggagtttcg ggcgggaaag atgtccctga aggggaccac cgtgactccg gataagcgga aagggctggt gtacattcag 

  601  cagacggacg actcgcttat tcacttctgc tggaaggaca ggacgtccgg gaacgtggaa gacgacttga tcatcttccc tgacgactgt gagttcaagc 

  701  gggtgccgca gtgccccagc gggagggtct acgtgctgaa gttcaaggca gggtccaagc ggcttttctt ctggatgcag gaacccaaga cagaccagga 

  801  tgaggagcat tgccggaaag tcaacgagta tctgaacaac cccccgatgc ctggggcact gggggccagc ggaagcagcg gccacgaact ctctgcgcta 

  901  ggcggtgagg gtggcctgca gagcctgctg ggaaacatga gccacagcca gctcatgcag ctcatcggac cagccggcct cggaggactg ggtgggctgg 

 1001  gggccctgac tggacctggc ctggccagct tactggggag cagtgggcct ccagggagca gctcctcctc cagctcccgg agccagtcgg cagcggtcac 

 1101  cccgtcatcc accacctctt ccacccgtgc caccccagcc ccttctgctc cagcagctgc ctcagcaact agcccgagcc ccgcgcccag ttccgggaat 

 1201  ggagccagca cagcagccag cccgacccag cccatccagc tgagcgacct ccagagcatc ctggccacga tgaacgtacc agccgggcca gcaggcggcc 

 1301  agcaagtgga cctggccagt gtgctgacgc cggagataat ggctcccatc ctcgccaacg cggatgtcca ggagcgcctg cttccctact tgccatctgg 

 1401  ggagtcgctg ccgcagaccg cggatgagat ccagaatacc ctgacctcgc cccagttcca gcaggccctg ggcatgttca gcgcagcctt ggcctcgggg 

 1501  cagctgggcc ccctcatgtg ccagttcggt ctgcctgcag aggctgtgga ggccgccaac aagggcgatg tggaagcgtt tgccaaagcc atgcagaaca 

 1601  acgccaagcc cgagcagaaa gagggcgaca cgaaggacaa gaaggacgaa gaggaggaca tgagcctgga ctaaaggcgc gccagtatac tctagagtcg 

 1701  acacccgggg aattcctcga gcgctcgtct ctagcttggc gtaatcatgg tcatagctgt ttcctgtgtg aaattgttat ccgctcacaa ttccacacaa 

 1801  catacgagcc ggaagcataa agtgtaaagc ctggggtgcc taatgagtga gctaactcac attaattgcg ttgcgctcac tgcccgcttt ccagtcggga 

 1901  aacctgtcgt gccagctgca ttaatgaatc ggccaacgcg cggggagagg cggtttgcgt attgggcgct cttccgcttc ctcgctcact gactcgctgc 

 2001  gctcggtcgt tcggctgcgg cgagcggtat cagctcactc aaaggcggta atacggttat ccacagaatc aggggataac gcaggaaaga acatgtgagc 

 2101  aaaaggccag caaaaggcca ggaaccgtaa aaaggccgcg ttgctggcgt ttttccatag gctccgcccc cctgacgagc atcacaaaaa tcgacgctca 

 2201  agtcagaggt ggcgaaaccc gacaggacta taaagatacc aggcgtttcc ccctggaagc tccctcgtgc gctctcctgt tccgaccctg ccgcttaccg 

 2301  gatacctgtc cgcctttctc ccttcgggaa gcgtggcgct ttctcaatgc tcacgctgta ggtatctcag ttcggtgtag gtcgttcgct ccaagctggg 

 2401  ctgtgtgcac gaaccccccg ttcagcccga ccgctgcgcc ttatccggta actatcgtct tgagtccaac ccggtaagac acgacttatc gccactggca 

 2501  gcagccactg gtaacaggat tagcagagcg aggtatgtag gcggtgctac agagttcttg aagtggtggc ctaactacgg ctacactaga aggacagtat 

 2601  ttggtatctg cgctctgctg aagccagtta ccttcggaaa aagagttggt agctcttgat ccggcaaaca aaccaccgct ggtagcggtg gtttttttgt 

 2701  ttgcaagcag cagattacgc gcagaaaaaa aggatctcaa gaagatcctt tgatcttttc tacggggtct gacgctcagt ggaacgaaaa ctcacgttaa 

 2801  gggattttgg tcatgagatt atcaaaaagg atcttcacct agatcctttt aaattaaaaa tgaagtttta aatcaatcta aagtatatat gagtaaactt 

 2901  ggtctgacag ttaccaatgc ttaatcagtg aggcacctat ctcagcgatc tgtctatttc gttcatccat agttgcctga ctccccgtcg tgtagataac 

 3001  tacgatacgg gagggcttac catctggccc cagtgctgca atgataccgc gagacccacg ctcaccggct ccagatttat cagcaataaa ccagccagcc 

 3101  ggaagggccg agcgcagaag tggtcctgca actttatccg cctccatcca gtctattaat tgttgccggg aagctagagt aagtagttcg ccagttaata 

 3201  gtttgcgcaa cgttgttgcc attgctacag gcatcgtggt gtcacgctcg tcgtttggta tggcttcatt cagctccggt tcccaacgat caaggcgagt 

 3301  tacatgatcc cccatgttgt gcaaaaaagc ggttagctcc ttcggtcctc cgatcgttgt cagaagtaag ttggccgcag tgttatcact catggttatg 

 3401  gcagcactgc ataattctct tactgtcatg ccatccgtaa gatgcttttc tgtgactggt gagtactcaa ccaagtcatt ctgagaatag tgtatgcggc 

 3501  gaccgagttg ctcttgcccg gcgtcaatac gggataatac cgcgccacat agcagaactt taaaagtgct catcattgga aaacgttctt cggggcgaaa 

 3601  actctcaagg atcttaccgc tgttgagatc cagttcgatg taacccactc gtgcacccaa ctgatcttca gcatctttta ctttcaccag cgtttctggg 

 3701  tgagcaaaaa caggaaggca aaatgccgca aaaaagggaa taagggcgac acggaaatgt tgaatactca tactcttcct ttttcaatat tattgaagca 

 3801  tttatcaggg ttattgtctc atgagcggat acatatttga atgtatttag aaaaataaac aaataggggt tccgcgcaca tttccccgaa aagtgccacc 

 3901  tgacgtctaa gaaaccatta ttatcatgac attaacctat aaaaataggc gtatcacgag gccctttcgt c 

 

 

 

> RDC3589 Translated Insert Sequence 
   1  mttsgalfps lvpgsrgasn kylvefragk mslkgttvtp dkrkglvyiq qtddslihfc wkdrtsgnve ddliifpddc efkrvpqcps grvyvlkfka 

 101  gskrlffwmq epktdqdeeh crkvneylnn ppmpgalgas gssghelsal ggegglqsll gnmshsqlmq ligpaglggl gglgaltgpg lasllgssgp 

 201  pgsssssssr sqsaavtpss ttsstratpa psapaaasat spspapssgn gastaasptq piqlsdlqsi latmnvpagp aggqqvdlas vltpeimapi 

 301  lanadvqerl lpylpsgesl pqtadeiqnt ltspqfqqal gmfsaalasg qlgplmcqfg lpaeaveaan kgdveafaka mqnnakpeqk egdtkdkkde 

 401  eedmsld 


