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 hGDF-7 VersaClone cDNA  
Catalog Number: RDC3586 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3586

4100 bps

BstAPI
NdeI HpaI

HindIII
BamHI
EcoRV
BmtI
NheI
NotI

RsrII
BspEI
PasI

SrfI

AleI

SfiI

Eco53kI
SacI

BtgZI
KroI
NaeI
NgoMIV

BbvCI
StuI

AscI
BstZ17I
XbaI
SalI
ApoI
EcoRI

SapI
PciI

AhdI

BsaI

ScaI

XmnI

SspI
AatII
ZraI

hGDF-7  (1-450)

COLE1

AMP

Gene:  hGDF7 

Accession: NP_878248.2 

Insert size: 1366bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hGDF-7 cDNA Plasmid 

GDF7 growth differentiation 

factor 7 [ Homo sapiens (human) ]  

Also known as: BMP12 

Summary: 
GDF7 is a secreted ligand of the TGF-
beta (transforming growth factor-
beta) superfamily of proteins. Ligands 
of this family bind various TGF-beta 
receptors leading to recruitment and 
activation of SMAD family 
transcription factors that regulate 
gene expression. GDF7 is 
proteolytically processed to generate 
each subunit of the disulfide-linked 
homodimer. GDF7 may play a role in 
the differentiation of tendon cells and 
spinal cord interneurons. A mutation 
in GDF7 may be associated with 
increased risk for Barrett's esophagus 
and esophageal adenocarcinoma. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3586 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggacctga gcgccgccgc cgcgctgtgc ctttggctgc tgagcgcctg 

  501  ccgcccccgc gacgggctgg aagctgccgc cgtgctgcga gcggcggggg ctgggccggt ccggagccca gggggcggcg gcggcggcgg cggcggcggg 

  601  cggactcttg cccaggctgc gggcgccgcg gctgtcccgg ccgccgcggt tccccgggcc cgcgccgcgc gccgcgccgc gggctccggc ttcaggaacg 

  701  gctcggtggt gccgcaccac ttcatgatgt cgctttaccg gagcctggcc gggagggctc cggccggggc agccgctgtc tccgcctcgg gccatggtcg 

  801  cgcggacacg atcaccggct tcacagacca ggcgacccaa gacgaatcgg cagccgaaac aggccagagc ttcctgttcg acgtgtccag ccttaacgac 

  901  gcagacgagg tggtgggtgc cgagctgcgc gtgctgcgcc ggggatctcc agagtcgggc ccaggcagct ggacttctcc gccgttgctg ctgctgtcca 

 1001  cgtgcccggg cgccgcccga gcgccacgcc tgctgtactc gcgggcagct gagcccctag tcggtcagcg ctgggaggcg ttcgacgtgg cggacgccat 

 1101  gaggcgccac cgtcgtgaac cgcgcccccc ccgcgcgttc tgcctcttgc tgcgcgcagt ggcaggcccg gtgccgagcc cgttggcact gcggcggctg 

 1201  ggcttcggct ggccgggcgg agggggctct gcggcagagg agcgcgcggt gctagtcgtc tcctcccgca cgcagaggaa agagagctta ttccgggaga 

 1301  tccgcgccca ggcccgcgcg ctcggggccg ctctggcctc agagccgctg cccgacccag gaaccggcac cgcgtcgcca agggcagtca ttggcggacg 

 1401  cagacggagg aggacggcgt tggccgggac gcggacagcg cagggcagcg gcgggggcgc gggccggggc cacgggcgca ggggccggag ccgctgcagc 

 1501  cgcaagccgt tgcacgtgga cttcaaggag ctcggctggg acgactggat catcgcgccg ctggactacg aggcgtacca ctgcgagggc ctttgcgact 

 1601  tccctttgcg ttcgcacctc gagcccacca accatgccat cattcagacg ctgctcaact ccatggcacc agacgcggcg ccggcctcct gctgtgtgcc 

 1701  agcgcgcctc agccccatca gcatcctcta catcgacgcc gccaacaacg ttgtctacaa gcaatacgag gacatggtgg tggaggcctg cggctgcaga 

 1801  taaaggcgcg ccagtatact ctagagtcga cacccgggga attcctcgag cgctcgtctc tagcttggcg taatcatggt catagctgtt tcctgtgtga 

 1901  aattgttatc cgctcacaat tccacacaac atacgagccg gaagcataaa gtgtaaagcc tggggtgcct aatgagtgag ctaactcaca ttaattgcgt 

 2001  tgcgctcact gcccgctttc cagtcgggaa acctgtcgtg ccagctgcat taatgaatcg gccaacgcgc ggggagaggc ggtttgcgta ttgggcgctc 

 2101  ttccgcttcc tcgctcactg actcgctgcg ctcggtcgtt cggctgcggc gagcggtatc agctcactca aaggcggtaa tacggttatc cacagaatca 

 2201  ggggataacg caggaaagaa catgtgagca aaaggccagc aaaaggccag gaaccgtaaa aaggccgcgt tgctggcgtt tttccatagg ctccgccccc 

 2301  ctgacgagca tcacaaaaat cgacgctcaa gtcagaggtg gcgaaacccg acaggactat aaagatacca ggcgtttccc cctggaagct ccctcgtgcg 

 2401  ctctcctgtt ccgaccctgc cgcttaccgg atacctgtcc gcctttctcc cttcgggaag cgtggcgctt tctcaatgct cacgctgtag gtatctcagt 

 2501  tcggtgtagg tcgttcgctc caagctgggc tgtgtgcacg aaccccccgt tcagcccgac cgctgcgcct tatccggtaa ctatcgtctt gagtccaacc 

 2601  cggtaagaca cgacttatcg ccactggcag cagccactgg taacaggatt agcagagcga ggtatgtagg cggtgctaca gagttcttga agtggtggcc 

 2701  taactacggc tacactagaa ggacagtatt tggtatctgc gctctgctga agccagttac cttcggaaaa agagttggta gctcttgatc cggcaaacaa 

 2801  accaccgctg gtagcggtgg tttttttgtt tgcaagcagc agattacgcg cagaaaaaaa ggatctcaag aagatccttt gatcttttct acggggtctg 

 2901  acgctcagtg gaacgaaaac tcacgttaag ggattttggt catgagatta tcaaaaagga tcttcaccta gatcctttta aattaaaaat gaagttttaa 

 3001  atcaatctaa agtatatatg agtaaacttg gtctgacagt taccaatgct taatcagtga ggcacctatc tcagcgatct gtctatttcg ttcatccata 

 3101  gttgcctgac tccccgtcgt gtagataact acgatacggg agggcttacc atctggcccc agtgctgcaa tgataccgcg agacccacgc tcaccggctc 

 3201  cagatttatc agcaataaac cagccagccg gaagggccga gcgcagaagt ggtcctgcaa ctttatccgc ctccatccag tctattaatt gttgccggga 

 3301  agctagagta agtagttcgc cagttaatag tttgcgcaac gttgttgcca ttgctacagg catcgtggtg tcacgctcgt cgtttggtat ggcttcattc 

 3401  agctccggtt cccaacgatc aaggcgagtt acatgatccc ccatgttgtg caaaaaagcg gttagctcct tcggtcctcc gatcgttgtc agaagtaagt 

 3501  tggccgcagt gttatcactc atggttatgg cagcactgca taattctctt actgtcatgc catccgtaag atgcttttct gtgactggtg agtactcaac 

 3601  caagtcattc tgagaatagt gtatgcggcg accgagttgc tcttgcccgg cgtcaatacg ggataatacc gcgccacata gcagaacttt aaaagtgctc 

 3701  atcattggaa aacgttcttc ggggcgaaaa ctctcaagga tcttaccgct gttgagatcc agttcgatgt aacccactcg tgcacccaac tgatcttcag 

 3801  catcttttac tttcaccagc gtttctgggt gagcaaaaac aggaaggcaa aatgccgcaa aaaagggaat aagggcgaca cggaaatgtt gaatactcat 

 3901  actcttcctt tttcaatatt attgaagcat ttatcagggt tattgtctca tgagcggata catatttgaa tgtatttaga aaaataaaca aataggggtt 

 4001  ccgcgcacat ttccccgaaa agtgccacct gacgtctaag aaaccattat tatcatgaca ttaacctata aaaataggcg tatcacgagg ccctttcgtc 

 

 

 

> RDC3586 Translated Insert Sequence 
   1  mdlsaaaalc lwllsacrpr dgleaaavlr aagagpvrsp gggggggggg rtlaqaagaa avpaaavpra raarraagsg frngsvvphh fmmslyrsla 

 101  grapagaaav sasghgradt itgftdqatq desaaetgqs flfdvsslnd adevvgaelr vlrrgspesg pgswtsppll llstcpgaar aprllysraa 

 201  eplvgqrwea fdvadamrrh rreprppraf clllravagp vpsplalrrl gfgwpggggs aaeeravlvv ssrtqrkesl freiraqara lgaalasepl 

 301  pdpgtgtasp raviggrrrr rtalagtrta qgsgggagrg hgrrgrsrcs rkplhvdfke lgwddwiiap ldyeayhceg lcdfplrshl eptnhaiiqt 

 401  llnsmapdaa pasccvparl spisilyida annvvykqye dmvveacgcr 


