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 mβIG-H3 VersaClone cDNA  
Catalog Number: RDC3548 

         
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3548

4799 bps

NdeI
KasI
NarI
SfoI

BmgBI
BamHI
EcoRV
BmtI
NheI
NotI
EagI

KroI
NaeI
NgoMIV

BsgI
Acc65I
KpnI
BglII

PflMI
DraIII
Eco53kI
SacI

Tth111I

BstEII

PasI

BsaBI

SphI

AleI

AscI
BssHII

XbaI
SmaI
XmaI
PspXI
XhoI

Eco47III

PciI

AhdI

ScaI

SspI

mBIG-H3 (1-683)

COLE1

AMP

Gene:  mTgfbi 

Accession: NP_033395.1 

Insert size: 2065bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

mβIG-H3 cDNA 
Plasmid 

Tgfbi transforming growth 

factor, beta induced [ Mus 

musculus (house mouse) ] 

Also known as: 68kDa; big-h3; 

Beta-ig; AI181842; AI747162 

Summary: 
TGFBI is an RGD-containing 
protein that binds to type I, II 
and IV collagens. The RGD motif 
is found in many extracellular 
matrix proteins modulating cell 
adhesion and serves as a ligand 
recognition sequence for 
several integrins. TGFBI plays a 
role in cell-collagen interactions 
and may be involved in 
endochondral bone formation 
in cartilage. It is induced by 
transforming growth factor-
beta and acts to inhibit cell 
adhesion. Mutations in TGFBI 
are associated with multiple 
types of corneal dystrophy. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3548 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggctctcc tcatgcgact gctgaccctc gctctggcac tgtctgtggg 

  501  ccccgctggg acccttgcag gtcccgccaa gtcaccctac cagctggtgc tgcagcatag ccggctccgg ggtcgccagc acggccccaa tgtatgtgct 

  601  gtgcagaagg tcattggcac caacaagaaa tacttcacca actgcaagca gtggtaccag aggaagatct gcggcaagtc gacagtcatc agttatgagt 

  701  gctgtcctgg atatgaaaag gtcccaggag agaaaggttg cccagcagct cttccgctct caaatctgta tgagaccatg ggagttgtgg gatcgaccac 

  801  cacacagctg tatacagacc gcacagaaaa gctgaggcct gagatggagg gacccggaag cttcaccatc tttgctccta gcaatgaggc ctggtcttcc 

  901  ttgcctgcgg aagtgctgga ctccctggtg agcaacgtca acatcgaact gctcaatgct ctccgctacc acatggtgga caggcgggtc ctgaccgatg 

 1001  agctcaagca cggcatgacc ctcacctcca tgtaccagaa ttccaacatc cagatccatc actatcccaa tgggattgta actgttaact gtgcccggct 

 1101  gctgaaggct gaccaccatg cgaccaacgg cgtggtgcat ctcattgaca aggtcatttc caccatcacc aacaacatcc agcagatcat tgaaatcgag 

 1201  gacacctttg agacacttcg ggccgccgtg gctgcatcag gactcaatac cgtgctggag ggcgacggcc agttcacact cttggcccca accaacgagg 

 1301  cctttgagaa gatccctgcc gagaccttga accgcatcct gggtgaccca gaggcactga gagacctgct aaacaaccac atcctgaagt cagccatgtg 

 1401  tgctgaggcc attgtagctg gaatgtccat ggagaccctg gggggcacca cactggaggt gggctgcagt ggggacaagc tcaccatcaa cgggaaggct 

 1501  gtcatctcca acaaagacat cctggccacc aacggtgtca ttcatttcat tgatgagctg cttatcccag attcagccaa gacactgctt gagctggctg 

 1601  gggaatctga cgtctccact gccattgaca tcctcaaaca agctggcctc gatactcatc tctctgggaa agaacagttg accttcctgg cccccctgaa 

 1701  ttctgtgttc aaagatggtg tccctcgcat cgacgcccag atgaagactt tgcttctgaa ccacatggtc aaagaacagt tggcctccaa gtatctgtac 

 1801  tctggacaga cactggacac gctgggtggc aaaaagctgc gagtctttgt ttatcgaaat agcctctgca ttgaaaacag ctgcattgct gcccatgata 

 1901  agaggggacg gtttgggacc ctgttcacca tggaccggat gttgacaccc ccaatgggga cagttatgga tgtcctgaag ggagacaatc gttttagcat 

 2001  gctggtggcc gccatccagt ctgcaggact catggagatc ctcaaccggg aaggggtcta cactgttttt gctcccacca atgaagcgtt ccaagccatg 

 2101  cctccagaag aactgaacaa actcttggca aatgccaagg aacttaccaa catcctgaag taccacattg gtgatgaaat cctggttagc ggaggcatcg 

 2201  gggccctggt gcggctgaag tctctccaag gggacaaact ggaagtcagc tcgaaaaaca atgtagtgag tgtcaataag gagcctgttg ccgaaaccga 

 2301  catcatggcc acaaacggtg tggtctatgc catcaacact gttctgcagc cgccagccaa ccgaccacaa gaacgaggag atgagctggc agactctgcc 

 2401  cttgaaatct tcaaacaggc gtcagcgtat tccagggctg cccagaggtc tgtgcgactt gcccctgtct atcagcggtt actggagagg atgaagcatt 

 2501  aaaggcgcgc cagtatactc tagagtcgac acccggggaa ttcctcgagc gctcgtctct agcttggcgt aatcatggtc atagctgttt cctgtgtgaa 

 2601  attgttatcc gctcacaatt ccacacaaca tacgagccgg aagcataaag tgtaaagcct ggggtgccta atgagtgagc taactcacat taattgcgtt 

 2701  gcgctcactg cccgctttcc agtcgggaaa cctgtcgtgc cagctgcatt aatgaatcgg ccaacgcgcg gggagaggcg gtttgcgtat tgggcgctct 

 2801  tccgcttcct cgctcactga ctcgctgcgc tcggtcgttc ggctgcggcg agcggtatca gctcactcaa aggcggtaat acggttatcc acagaatcag 

 2901  gggataacgc aggaaagaac atgtgagcaa aaggccagca aaaggccagg aaccgtaaaa aggccgcgtt gctggcgttt ttccataggc tccgcccccc 

 3001  tgacgagcat cacaaaaatc gacgctcaag tcagaggtgg cgaaacccga caggactata aagataccag gcgtttcccc ctggaagctc cctcgtgcgc 

 3101  tctcctgttc cgaccctgcc gcttaccgga tacctgtccg cctttctccc ttcgggaagc gtggcgcttt ctcaatgctc acgctgtagg tatctcagtt 

 3201  cggtgtaggt cgttcgctcc aagctgggct gtgtgcacga accccccgtt cagcccgacc gctgcgcctt atccggtaac tatcgtcttg agtccaaccc 

 3301  ggtaagacac gacttatcgc cactggcagc agccactggt aacaggatta gcagagcgag gtatgtaggc ggtgctacag agttcttgaa gtggtggcct 

 3401  aactacggct acactagaag gacagtattt ggtatctgcg ctctgctgaa gccagttacc ttcggaaaaa gagttggtag ctcttgatcc ggcaaacaaa 

 3501  ccaccgctgg tagcggtggt ttttttgttt gcaagcagca gattacgcgc agaaaaaaag gatctcaaga agatcctttg atcttttcta cggggtctga 

 3601  cgctcagtgg aacgaaaact cacgttaagg gattttggtc atgagattat caaaaaggat cttcacctag atccttttaa attaaaaatg aagttttaaa 

 3701  tcaatctaaa gtatatatga gtaaacttgg tctgacagtt accaatgctt aatcagtgag gcacctatct cagcgatctg tctatttcgt tcatccatag 

 3801  ttgcctgact ccccgtcgtg tagataacta cgatacggga gggcttacca tctggcccca gtgctgcaat gataccgcga gacccacgct caccggctcc 

 3901  agatttatca gcaataaacc agccagccgg aagggccgag cgcagaagtg gtcctgcaac tttatccgcc tccatccagt ctattaattg ttgccgggaa 

 4001  gctagagtaa gtagttcgcc agttaatagt ttgcgcaacg ttgttgccat tgctacaggc atcgtggtgt cacgctcgtc gtttggtatg gcttcattca 

 4101  gctccggttc ccaacgatca aggcgagtta catgatcccc catgttgtgc aaaaaagcgg ttagctcctt cggtcctccg atcgttgtca gaagtaagtt 

 4201  ggccgcagtg ttatcactca tggttatggc agcactgcat aattctctta ctgtcatgcc atccgtaaga tgcttttctg tgactggtga gtactcaacc 

 4301  aagtcattct gagaatagtg tatgcggcga ccgagttgct cttgcccggc gtcaatacgg gataataccg cgccacatag cagaacttta aaagtgctca 

 4401  tcattggaaa acgttcttcg gggcgaaaac tctcaaggat cttaccgctg ttgagatcca gttcgatgta acccactcgt gcacccaact gatcttcagc 

 4501  atcttttact ttcaccagcg tttctgggtg agcaaaaaca ggaaggcaaa atgccgcaaa aaagggaata agggcgacac ggaaatgttg aatactcata 

 4601  ctcttccttt ttcaatatta ttgaagcatt tatcagggtt attgtctcat gagcggatac atatttgaat gtatttagaa aaataaacaa ataggggttc 

 4701  cgcgcacatt tccccgaaaa gtgccacctg acgtctaaga aaccattatt atcatgacat taacctataa aaataggcgt atcacgaggc cctttcgtc 

 

 

 

> RDC3548 Translated Insert Sequence 
   1  mallmrlltl alalsvgpag tlagpakspy qlvlqhsrlr grqhgpnvca vqkvigtnkk yftnckqwyq rkicgkstvi syeccpgyek vpgekgcpaa 

 101  lplsnlyetm gvvgstttql ytdrteklrp emegpgsfti fapsneawss lpaevldslv snvniellna lryhmvdrrv ltdelkhgmt ltsmyqnsni 

 201  qihhypngiv tvncarllka dhhatngvvh lidkvistit nniqqiieie dtfetlraav aasglntvle gdgqftllap tneafekipa etlnrilgdp 

 301  ealrdllnnh ilksamcaea ivagmsmetl ggttlevgcs gdkltingka visnkdilat ngvihfidel lipdsaktll elagesdvst aidilkqagl 

 401  dthlsgkeql tflaplnsvf kdgvpridaq mktlllnhmv keqlaskyly sgqtldtlgg kklrvfvyrn slcienscia ahdkrgrfgt lftmdrmltp 

 501  pmgtvmdvlk gdnrfsmlva aiqsaglmei lnregvytvf aptneafqam ppeelnklla nakeltnilk yhigdeilvs ggigalvrlk slqgdklevs 

 601  sknnvvsvnk epvaetdima tngvvyaint vlqppanrpq ergdeladsa leifkqasay sraaqrsvrl apvyqrller mkh 


