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 hChromogranin B VersaClone cDNA  
Catalog Number: RDC3524 

         
 Specifications:          Description 
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hCHGB (1-677)

COLE1
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Gene:  hCHGB 

Accession: NP_001810.2 

Insert size: 2047bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hChromogranin B 
cDNA Plasmid 

CHGB chromogranin B [ Homo 

sapiens (human) ] 

Also known as: SCG1 

Summary: 
Chromogranin B is a 
neuroendocrine secretory 
granule protein which is cleaved 
into three fragments: PE-11 (aa 
575-585), GAWK peptide (aa 
440-513) and CCB peptide (617-
673). Human CHGB was 
originally isolated from human 
pheochromocytoma tissue, and 
is expressed in normal and 
malignant neuroendocrine 
tissues. CHGB peptides play a 
role in hormonal regulation in 
pancreatic islets, hypothalamus 
and pituitary gland. CHGB 
peptides (aa 314-332 and 350-
365) have been identified in 
several endocrine tumors 
including, gastrinoma, thyroid 
carcinoma, insulinoma, 
pancreatic endocrine tumor and 
pituitary adenomas. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3524 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgcagccaa cgctgcttct cagcctcctg ggagccgtgg ggctggcggc 

  501  tgtcaattcc atgccagtgg ataacaggaa ccacaatgaa ggaatggtga ctcgctgcat cattgaggtc ctctcaaatg ccttgtcgaa gtccagcgct 

  601  ccacccatca cccctgagtg ccgccaagtc ctgaagacga gtagaaaaga cgtcaaagac aaagagacaa ctgaaaatga aaacacaaag tttgaagtaa 

  701  gattgttaag agacccagct gatgcctcgg aagcccacga gtcctccagc aggggagagg caggagcccc aggggaggag gacatccaag gcccaacaaa 

  801  ggcagacaca gagaaatggg cagagggagg cgggcacagc cgagagcgag cggatgagcc ccagtggagc ctctatccct ccgacagcca agtctctgaa 

  901  gaagtgaaga cacgccattc tgagaagagc cagagagagg atgaggagga ggaggaggga gagaactatc aaaaagggga gcgaggggaa gatagcagtg 

 1001  aagagaaaca ccttgaagag ccaggagaga cacaaaacgc ttttctcaat gaaagaaagc aggcttcagc tataaaaaaa gaggagttag tggccagatc 

 1101  ggaaacacat gctgccgggc attctcagga gaagacacat agccgagaga agagtagcca ggagagtgga gaggagacag ggagccagga gaatcacccc 

 1201  caggagtcta aaggccaacc ccgaagccag gaagaatctg aggaaggtga ggaagatgcc acctctgagg tggacaaacg acgcacgagg cccagacacc 

 1301  accacgggag gagcaggccc gacaggtcct ctcaaggagg gagtcttccc tctgaggaaa agggacaccc ccaggaggaa tctgaggagt caaacgtcag 

 1401  catggccagt ttaggggaaa agagggacca ccattcaacc cactacaggg cttcagagga agaacctgaa tatggagaag aaataaaggg ttatccaggc 

 1501  gtccaggccc ctgaggacct ggagtgggag cgctataggg gcagaggaag tgaagaatac agggctccaa gacctcagag tgaggagagt tgggatgagg 

 1601  aggacaagag aaactacccc agcttagagc ttgataagat ggcacatgga tatggtgaag aaagtgagga agagaggggc cttgagccgg gaaagggacg 

 1701  ccatcacaga ggcaggggag gggagccacg tgcctatttc atgtctgaca ccagagaaga gaaaaggttc ttgggtgaag gacaccaccg tgtccaagaa 

 1801  aaccagatgg acaaggcaag gaggcatcca caaggtgcgt ggaaagagct ggacagaaat tatctcaact acggtgagga aggagcccca gggaagtggc 

 1901  agcagcaggg agacctgcag gacactaaag aaaacaggga ggaagctagg tttcaagata aacaatatag ctcccatcac acagctgaaa agaggaagag 

 2001  attaggggaa ctgttcaacc catactacga ccctctccag tggaagagca gccattttga aagaagagac aacatgaatg acaattttct cgagggtgag 

 2101  gaggaaaatg agctgacctt gaacgagaag aatttcttcc cagaatacaa ctatgactgg tgggagaaaa agcccttctc tgaggatgtg aactgggggt 

 2201  atgagaagag aaacctcgcc agggtcccca agctggacct gaaaaggcaa tatgacaggg tggcccaact ggaccagctc cttcactaca ggaagaagtc 

 2301  agctgagttt ccagacttct atgattctga ggagccggtg agcacccacc aggaggcaga aaatgaaaag gacagggctg accagacagt cctgacagag 

 2401  gacgagaaaa aagaactcga aaacttggct gcaatggatt tggaactaca gaagatagct gagaaattca gccaaagggg ctaaaggcgc gccagtatac 

 2501  tctagagtcg acacccgggg aattcctcga gcgctcgtct ctagcttggc gtaatcatgg tcatagctgt ttcctgtgtg aaattgttat ccgctcacaa 

 2601  ttccacacaa catacgagcc ggaagcataa agtgtaaagc ctggggtgcc taatgagtga gctaactcac attaattgcg ttgcgctcac tgcccgcttt 

 2701  ccagtcggga aacctgtcgt gccagctgca ttaatgaatc ggccaacgcg cggggagagg cggtttgcgt attgggcgct cttccgcttc ctcgctcact 

 2801  gactcgctgc gctcggtcgt tcggctgcgg cgagcggtat cagctcactc aaaggcggta atacggttat ccacagaatc aggggataac gcaggaaaga 

 2901  acatgtgagc aaaaggccag caaaaggcca ggaaccgtaa aaaggccgcg ttgctggcgt ttttccatag gctccgcccc cctgacgagc atcacaaaaa 

 3001  tcgacgctca agtcagaggt ggcgaaaccc gacaggacta taaagatacc aggcgtttcc ccctggaagc tccctcgtgc gctctcctgt tccgaccctg 

 3101  ccgcttaccg gatacctgtc cgcctttctc ccttcgggaa gcgtggcgct ttctcaatgc tcacgctgta ggtatctcag ttcggtgtag gtcgttcgct 

 3201  ccaagctggg ctgtgtgcac gaaccccccg ttcagcccga ccgctgcgcc ttatccggta actatcgtct tgagtccaac ccggtaagac acgacttatc 

 3301  gccactggca gcagccactg gtaacaggat tagcagagcg aggtatgtag gcggtgctac agagttcttg aagtggtggc ctaactacgg ctacactaga 

 3401  aggacagtat ttggtatctg cgctctgctg aagccagtta ccttcggaaa aagagttggt agctcttgat ccggcaaaca aaccaccgct ggtagcggtg 

 3501  gtttttttgt ttgcaagcag cagattacgc gcagaaaaaa aggatctcaa gaagatcctt tgatcttttc tacggggtct gacgctcagt ggaacgaaaa 

 3601  ctcacgttaa gggattttgg tcatgagatt atcaaaaagg atcttcacct agatcctttt aaattaaaaa tgaagtttta aatcaatcta aagtatatat 

 3701  gagtaaactt ggtctgacag ttaccaatgc ttaatcagtg aggcacctat ctcagcgatc tgtctatttc gttcatccat agttgcctga ctccccgtcg 

 3801  tgtagataac tacgatacgg gagggcttac catctggccc cagtgctgca atgataccgc gagacccacg ctcaccggct ccagatttat cagcaataaa 

 3901  ccagccagcc ggaagggccg agcgcagaag tggtcctgca actttatccg cctccatcca gtctattaat tgttgccggg aagctagagt aagtagttcg 

 4001  ccagttaata gtttgcgcaa cgttgttgcc attgctacag gcatcgtggt gtcacgctcg tcgtttggta tggcttcatt cagctccggt tcccaacgat 

 4101  caaggcgagt tacatgatcc cccatgttgt gcaaaaaagc ggttagctcc ttcggtcctc cgatcgttgt cagaagtaag ttggccgcag tgttatcact 

 4201  catggttatg gcagcactgc ataattctct tactgtcatg ccatccgtaa gatgcttttc tgtgactggt gagtactcaa ccaagtcatt ctgagaatag 

 4301  tgtatgcggc gaccgagttg ctcttgcccg gcgtcaatac gggataatac cgcgccacat agcagaactt taaaagtgct catcattgga aaacgttctt 

 4401  cggggcgaaa actctcaagg atcttaccgc tgttgagatc cagttcgatg taacccactc gtgcacccaa ctgatcttca gcatctttta ctttcaccag 

 4501  cgtttctggg tgagcaaaaa caggaaggca aaatgccgca aaaaagggaa taagggcgac acggaaatgt tgaatactca tactcttcct ttttcaatat 

 4601  tattgaagca tttatcaggg ttattgtctc atgagcggat acatatttga atgtatttag aaaaataaac aaataggggt tccgcgcaca tttccccgaa 

 4701  aagtgccacc tgacgtctaa gaaaccatta ttatcatgac attaacctat aaaaataggc gtatcacgag gccctttcgt c 

 

 

 

> RDC3524 Translated Insert Sequence 
   1  mqptlllsll gavglaavns mpvdnrnhne gmvtrciiev lsnalskssa ppitpecrqv lktsrkdvkd kettenentk fevrllrdpa daseahesss 

 101  rgeagapgee diqgptkadt ekwaeggghs reradepqws lypsdsqvse evktrhseks qredeeeeeg enyqkgerge dsseekhlee pgetqnafln 

 201  erkqasaikk eelvarseth aaghsqekth srekssqesg eetgsqenhp qeskgqprsq eeseegeeda tsevdkrrtr prhhhgrsrp drssqggslp 

 301  seekghpqee seesnvsmas lgekrdhhst hyraseeepe ygeeikgypg vqapedlewe ryrgrgseey raprpqsees wdeedkrnyp sleldkmahg 

 401  ygeeseeerg lepgkgrhhr grggeprayf msdtreekrf lgeghhrvqe nqmdkarrhp qgawkeldrn ylnygeegap gkwqqqgdlq dtkenreear 

 501  fqdkqysshh taekrkrlge lfnpyydplq wksshferrd nmndnflege eeneltlnek nffpeynydw wekkpfsedv nwgyekrnla rvpkldlkrq 

 601  ydrvaqldql lhyrkksaef pdfydseepv sthqeaenek dradqtvlte dekkelenla amdlelqkia ekfsqrg 

 

 


