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 H1N1 Hemagglutinin VersaClone cDNA  
Catalog Number: RDC3478 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

   

 

 

 
 

RDC3478

4448 bps

BstAPI
KasI

BmgBI
EcoRV
BmtI
NheI
NotI
EagI

BbsI
ClaI
BseRI
BanII
Eco53kI
SacI

BlpI

BstBI
Acc65I
KpnI

BalI
StuI

SwaI

BsaAI
PmlI

BsmFI
PflMI

PasI

AscI
BssHII
BstZ17I
SalI
SmaI
XmaI
EcoRI
PspXI
XhoI
Eco47III

PciI

BseYI
GsaI

AhdI

NmeAIII

XmnI

SspI
AatII
ZraI

EcoO109I

H1N1_2009 HA (1-566)

COLE1

AMP

Gene:  H1N1 Hemagglutinin 

Accession: YP_009118626.1 

Insert size: 1714bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

Influenza A Virus H1N1 
Hemagglutinin cDNA 
Plasmid 

HA hemagglutinin [ Influenza A virus 

(A/California/07/2009(H1N1)) ] 

Summary: 
2009 H1N1 was first detected in the 
United States in April 2009. The virus 
genes were a combination of genes 
most closely related to North American 
swine-lineage H1N1 and Eurasian 
lineage swine-origin H1N1 influenza 
viruses. Hemagglutinin binds to sialic 
acid-containing receptors on the cell 
surface, bringing about the attachment 
of the virus particle to the cell. This 
attachment induces virion 
internalization either through clathrin-
dependent endocytosis or through 
clathrin- and caveolin-independent 
pathway. It plays a major role in the 
determination of host range restriction 
and virulence. It is a class I viral fusion 
protein and is responsible for 
penetration of the virus into the cell 
cytoplasm by mediating the fusion of 
the membrane of the endocytosed virus 
particle with the endosomal membrane.  
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3478 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgaaggcaa tactagtagt tctgctatat acatttgcaa ccgcaaatgc 

  501  agacacatta tgtataggtt atcatgcgaa caattcaaca gacactgtag acacagtact agaaaagaat gtaacagtaa cacactctgt taaccttcta 

  601  gaagacaagc ataacgggaa actatgcaaa ctaagagggg tagccccatt gcatttgggt aaatgtaaca ttgctggctg gatcctggga aatccagagt 

  701  gtgaatcact ctccacagca agctcatggt cctacattgt ggaaacacct agttcagaca atggaacgtg ttacccagga gatttcatcg attatgagga 

  801  gctaagagag caattgagct cagtgtcatc atttgaaagg tttgagatat tccccaagac aagttcatgg cccaatcatg actcgaacaa aggtgtaacg 

  901  gcagcatgtc ctcatgctgg agcaaaaagc ttctacaaaa atttaatatg gctagttaaa aaaggaaatt catacccaaa gctcagcaaa tcctacatta 

 1001  atgataaagg gaaagaagtc ctcgtgctat ggggcattca ccatccatct actagtgctg accaacaaag tctctatcag aatgcagatg catatgtttt 

 1101  tgtggggtca tcaagataca gcaagaagtt caagccggaa atagcaataa gacccaaagt gagggatcaa gaagggagaa tgaactatta ctggacacta 

 1201  gtagagccgg gagacaaaat aacattcgaa gcaactggaa atctagtggt accgagatat gcattcgcaa tggaaagaaa tgctggatct ggtattatca 

 1301  tttcagatac accagtccac gattgcaata caacttgtca aacacccaag ggtgctataa acaccagcct cccatttcag aatatacatc cgatcacaat 

 1401  tggaaaatgt ccaaaatatg taaaaagcac aaaattgaga ctggccacag gattgaggaa tatcccgtct attcaatcta gaggcctatt tggggccatt 

 1501  gccggtttca ttgaaggggg gtggacaggg atggtagatg gatggtacgg ttatcaccat caaaatgagc aggggtcagg atatgcagcc gacctgaaga 

 1601  gcacacagaa tgccattgac gagattacta acaaagtaaa ttctgttatt gaaaagatga atacacagtt cacagcagta ggtaaagagt tcaaccacct 

 1701  ggaaaaaaga atagagaatt taaataaaaa agttgatgat ggtttcctgg acatttggac ttacaatgcc gaactgttgg ttctattgga aaatgaaaga 

 1801  actttggact accacgattc aaatgtgaag aacttatatg aaaaggtaag aagccagcta aaaaacaatg ccaaggaaat tggaaacggc tgctttgaat 

 1901  tttaccacaa atgcgataac acgtgcatgg aaagtgtcaa aaatgggact tatgactacc caaaatactc agaggaagca aaattaaaca gagaagaaat 

 2001  agatggggta aagctggaat caacaaggat ttaccagatt ttggcgatct attcaactgt cgccagttca ttggtactgg tagtctccct gggggcaatc 

 2101  agtttctgga tgtgctctaa tgggtctcta cagtgtagaa tatgtattta aaggcgcgcc agtatactct agagtcgaca cccggggaat tcctcgagcg 

 2201  ctcgtctcta gcttggcgta atcatggtca tagctgtttc ctgtgtgaaa ttgttatccg ctcacaattc cacacaacat acgagccgga agcataaagt 

 2301  gtaaagcctg gggtgcctaa tgagtgagct aactcacatt aattgcgttg cgctcactgc ccgctttcca gtcgggaaac ctgtcgtgcc agctgcatta 

 2401  atgaatcggc caacgcgcgg ggagaggcgg tttgcgtatt gggcgctctt ccgcttcctc gctcactgac tcgctgcgct cggtcgttcg gctgcggcga 

 2501  gcggtatcag ctcactcaaa ggcggtaata cggttatcca cagaatcagg ggataacgca ggaaagaaca tgtgagcaaa aggccagcaa aaggccagga 

 2601  accgtaaaaa ggccgcgttg ctggcgtttt tccataggct ccgcccccct gacgagcatc acaaaaatcg acgctcaagt cagaggtggc gaaacccgac 

 2701  aggactataa agataccagg cgtttccccc tggaagctcc ctcgtgcgct ctcctgttcc gaccctgccg cttaccggat acctgtccgc ctttctccct 

 2801  tcgggaagcg tggcgctttc tcaatgctca cgctgtaggt atctcagttc ggtgtaggtc gttcgctcca agctgggctg tgtgcacgaa ccccccgttc 

 2901  agcccgaccg ctgcgcctta tccggtaact atcgtcttga gtccaacccg gtaagacacg acttatcgcc actggcagca gccactggta acaggattag 

 3001  cagagcgagg tatgtaggcg gtgctacaga gttcttgaag tggtggccta actacggcta cactagaagg acagtatttg gtatctgcgc tctgctgaag 

 3101  ccagttacct tcggaaaaag agttggtagc tcttgatccg gcaaacaaac caccgctggt agcggtggtt tttttgtttg caagcagcag attacgcgca 

 3201  gaaaaaaagg atctcaagaa gatcctttga tcttttctac ggggtctgac gctcagtgga acgaaaactc acgttaaggg attttggtca tgagattatc 

 3301  aaaaaggatc ttcacctaga tccttttaaa ttaaaaatga agttttaaat caatctaaag tatatatgag taaacttggt ctgacagtta ccaatgctta 

 3401  atcagtgagg cacctatctc agcgatctgt ctatttcgtt catccatagt tgcctgactc cccgtcgtgt agataactac gatacgggag ggcttaccat 

 3501  ctggccccag tgctgcaatg ataccgcgag acccacgctc accggctcca gatttatcag caataaacca gccagccgga agggccgagc gcagaagtgg 

 3601  tcctgcaact ttatccgcct ccatccagtc tattaattgt tgccgggaag ctagagtaag tagttcgcca gttaatagtt tgcgcaacgt tgttgccatt 

 3701  gctacaggca tcgtggtgtc acgctcgtcg tttggtatgg cttcattcag ctccggttcc caacgatcaa ggcgagttac atgatccccc atgttgtgca 

 3801  aaaaagcggt tagctccttc ggtcctccga tcgttgtcag aagtaagttg gccgcagtgt tatcactcat ggttatggca gcactgcata attctcttac 

 3901  tgtcatgcca tccgtaagat gcttttctgt gactggtgag tactcaacca agtcattctg agaatagtgt atgcggcgac cgagttgctc ttgcccggcg 

 4001  tcaatacggg ataataccgc gccacatagc agaactttaa aagtgctcat cattggaaaa cgttcttcgg ggcgaaaact ctcaaggatc ttaccgctgt 

 4101  tgagatccag ttcgatgtaa cccactcgtg cacccaactg atcttcagca tcttttactt tcaccagcgt ttctgggtga gcaaaaacag gaaggcaaaa 

 4201  tgccgcaaaa aagggaataa gggcgacacg gaaatgttga atactcatac tcttcctttt tcaatattat tgaagcattt atcagggtta ttgtctcatg 

 4301  agcggataca tatttgaatg tatttagaaa aataaacaaa taggggttcc gcgcacattt ccccgaaaag tgccacctga cgtctaagaa accattatta 

 4401  tcatgacatt aacctataaa aataggcgta tcacgaggcc ctttcgtc 

 

 

> RDC3478 Translated Insert Sequence 
   1  mkailvvlly tfatanadtl cigyhannst dtvdtvlekn vtvthsvnll edkhngklck lrgvaplhlg kcniagwilg npeceslsta sswsyivetp 

 101  ssdngtcypg dfidyeelre qlssvssfer feifpktssw pnhdsnkgvt aacphagaks fyknliwlvk kgnsypklsk syindkgkev lvlwgihhps 

 201  tsadqqslyq nadayvfvgs sryskkfkpe iairpkvrdq egrmnyywtl vepgdkitfe atgnlvvpry afamernags giiisdtpvh dcnttcqtpk 

 301  gaintslpfq nihpitigkc pkyvkstklr latglrnips iqsrglfgai agfieggwtg mvdgwygyhh qneqgsgyaa dlkstqnaid eitnkvnsvi 

 401  ekmntqftav gkefnhlekr ienlnkkvdd gfldiwtyna ellvllener tldyhdsnvk nlyekvrsql knnakeigng cfefyhkcdn tcmesvkngt 

 501  ydypkyseea klnreeidgv klestriyqi laiystvass lvlvvslgai sfwmcsngsl qcrici 

 

 


