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 hGas6 VersaClone cDNA  
Catalog Number: RDC3465 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3465

4784 bps

NdeI
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NarI
PluTI
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BmgBI
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PshAI
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PflMI
BalI

BspEI

BsaAI
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Bpu10I

XcmI

AscI
BstZ17I

XbaI
SalI

ApoI
EcoRI
PspXI

Eco47III
SapI

PciI

AhdI

ScaI

XmnI

SspI

hGAS6 (1-678)

COLE1

AMP

Gene:  hGAS6 

Accession: NP_000811.1 

Insert size: 2050bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hGas6 cDNA 
Plasmid 

GAS6 growth arrest specific 6 
[ Homo sapiens (human) ] 

Also known as: AXSF; AXLLG 

Summary: 
GAS6 is a gamma-
carboxyglutamic acid (Gla)-
containing protein thought to 
be involved in the stimulation 
of cell proliferation. It is 
frequently overexpressed in 
many cancers and has been 
implicated as an adverse 
prognostic marker. Elevated 
protein levels are additionally 
associated with a variety of 
disease states, including 
venous thromboembolic 
disease, systemic lupus 
erythematosus, chronic renal 
failure, and preeclampsia. 
 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3465 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggcccctt cgctctcgcc cgggcccgcc gccctgcgcc gcgcgccgca 

  501  gctgctgctg ctgctgctgg ccgcggagtg cgcgcttgcc gcgctgttgc cggcgcgcga ggccacgcag ttcctgcggc ccaggcagcg ccgcgccttt 

  601  caggtcttcg aggaggccaa gcagggccac ctggagaggg agtgcgtgga ggagctgtgc agccgcgagg aggcgcggga ggtgttcgag aacgaccccg 

  701  agacggatta tttttaccca agatacttag actgcatcaa caagtatggg tctccgtaca ccaaaaactc aggcttcgcc acctgcgtgc aaaacctgcc 

  801  tgaccagtgc acgcccaacc cctgcgatag gaaggggacc caagcctgcc aggacctcat gggcaacttc ttctgcctgt gtaaagctgg ctgggggggc 

  901  cggctctgcg acaaagatgt caacgaatgc agccaggaga acgggggctg cctccagatc tgccacaaca agccgggtag cttccactgt tcctgccaca 

 1001  gcggcttcga gctctcctct gatggcagga cctgccaaga catagacgag tgcgcagact cggaggcctg cggggaggcg cgctgcaaga acctgcccgg 

 1101  ctcctactcc tgcctctgtg acgagggctt tgcgtacagc tcccaggaga aggcttgccg agatgtggac gagtgtctgc agggccgctg tgagcaggtc 

 1201  tgcgtgaact ccccagggag ctacacctgc cactgcgacg ggcgtggggg cctcaagctg tcccaggaca tggacacctg tgaggacatc ttgccgtgcg 

 1301  tgcccttcag cgtggccaag agtgtgaagt ccttgtacct gggccggatg ttcagtggga cccccgtgat ccgactgcgc ttcaagaggc tgcagcccac 

 1401  caggctggta gctgagtttg acttccggac ctttgacccc gagggcatcc tcctctttgc cggaggccac caggacagca cctggatcgt gctggccctg 

 1501  agagccggcc ggctggagct gcagctgcgc tacaacggtg tcggccgtgt caccagcagc ggcccggtca tcaaccatgg catgtggcag acaatctctg 

 1601  ttgaggagct ggcgcggaat ctggtcatca aggtcaacag ggatgctgtc atgaaaatcg cggtggccgg ggacttgttc caaccggagc gaggactgta 

 1701  tcatctgaac ctgaccgtgg gaggtattcc cttccatgag aaggacctcg tgcagcctat aaaccctcgt ctggatggct gcatgaggag ctggaactgg 

 1801  ctgaacggag aagacaccac catccaggaa acggtgaaag tgaacacgag gatgcagtgc ttctcggtga cggagagagg ctctttctac cccgggagcg 

 1901  gcttcgcctt ctacagcctg gactacatgc ggacccctct ggacgtcggg actgaatcaa cctgggaagt agaagtcgtg gctcacatcc gcccagccgc 

 2001  agacacaggc gtgctgtttg cgctctgggc ccccgacctc cgtgccgtgc ctctctctgt ggcactggta gactatcact ccacgaagaa actcaagaag 

 2101  cagctggtgg tcctggccgt ggagcatacg gccttggccc taatggagat caaggtctgc gacggccaag agcacgtggt caccgtctcg ctgagggacg 

 2201  gtgaggccac cctggaggtg gacggcacca ggggccagag cgaggtgagc gccgcgcagc tgcaggagag gctggccgtg ctcgagaggc acctgcggag 

 2301  ccccgtgctc acctttgctg gcggcctgcc agatgtgccg gtgacttcag cgccagtcac cgcgttctac cgcggctgca tgacactgga ggtcaaccgg 

 2401  aggctgctgg acctggacga ggcggcgtac aagcacagcg acatcacggc ccactcctgc ccccccgtgg agcccgccgc agcctaaagg cgcgccagta 

 2501  tactctagag tcgacacccg gggaattcct cgagcgctcg tctctagctt ggcgtaatca tggtcatagc tgtttcctgt gtgaaattgt tatccgctca 

 2601  caattccaca caacatacga gccggaagca taaagtgtaa agcctggggt gcctaatgag tgagctaact cacattaatt gcgttgcgct cactgcccgc 

 2701  tttccagtcg ggaaacctgt cgtgccagct gcattaatga atcggccaac gcgcggggag aggcggtttg cgtattgggc gctcttccgc ttcctcgctc 

 2801  actgactcgc tgcgctcggt cgttcggctg cggcgagcgg tatcagctca ctcaaaggcg gtaatacggt tatccacaga atcaggggat aacgcaggaa 

 2901  agaacatgtg agcaaaaggc cagcaaaagg ccaggaaccg taaaaaggcc gcgttgctgg cgtttttcca taggctccgc ccccctgacg agcatcacaa 

 3001  aaatcgacgc tcaagtcaga ggtggcgaaa cccgacagga ctataaagat accaggcgtt tccccctgga agctccctcg tgcgctctcc tgttccgacc 

 3101  ctgccgctta ccggatacct gtccgccttt ctcccttcgg gaagcgtggc gctttctcaa tgctcacgct gtaggtatct cagttcggtg taggtcgttc 

 3201  gctccaagct gggctgtgtg cacgaacccc ccgttcagcc cgaccgctgc gccttatccg gtaactatcg tcttgagtcc aacccggtaa gacacgactt 

 3301  atcgccactg gcagcagcca ctggtaacag gattagcaga gcgaggtatg taggcggtgc tacagagttc ttgaagtggt ggcctaacta cggctacact 

 3401  agaaggacag tatttggtat ctgcgctctg ctgaagccag ttaccttcgg aaaaagagtt ggtagctctt gatccggcaa acaaaccacc gctggtagcg 

 3501  gtggtttttt tgtttgcaag cagcagatta cgcgcagaaa aaaaggatct caagaagatc ctttgatctt ttctacgggg tctgacgctc agtggaacga 

 3601  aaactcacgt taagggattt tggtcatgag attatcaaaa aggatcttca cctagatcct tttaaattaa aaatgaagtt ttaaatcaat ctaaagtata 

 3701  tatgagtaaa cttggtctga cagttaccaa tgcttaatca gtgaggcacc tatctcagcg atctgtctat ttcgttcatc catagttgcc tgactccccg 

 3801  tcgtgtagat aactacgata cgggagggct taccatctgg ccccagtgct gcaatgatac cgcgagaccc acgctcaccg gctccagatt tatcagcaat 

 3901  aaaccagcca gccggaaggg ccgagcgcag aagtggtcct gcaactttat ccgcctccat ccagtctatt aattgttgcc gggaagctag agtaagtagt 

 4001  tcgccagtta atagtttgcg caacgttgtt gccattgcta caggcatcgt ggtgtcacgc tcgtcgtttg gtatggcttc attcagctcc ggttcccaac 

 4101  gatcaaggcg agttacatga tcccccatgt tgtgcaaaaa agcggttagc tccttcggtc ctccgatcgt tgtcagaagt aagttggccg cagtgttatc 

 4201  actcatggtt atggcagcac tgcataattc tcttactgtc atgccatccg taagatgctt ttctgtgact ggtgagtact caaccaagtc attctgagaa 

 4301  tagtgtatgc ggcgaccgag ttgctcttgc ccggcgtcaa tacgggataa taccgcgcca catagcagaa ctttaaaagt gctcatcatt ggaaaacgtt 

 4401  cttcggggcg aaaactctca aggatcttac cgctgttgag atccagttcg atgtaaccca ctcgtgcacc caactgatct tcagcatctt ttactttcac 

 4501  cagcgtttct gggtgagcaa aaacaggaag gcaaaatgcc gcaaaaaagg gaataagggc gacacggaaa tgttgaatac tcatactctt cctttttcaa 

 4601  tattattgaa gcatttatca gggttattgt ctcatgagcg gatacatatt tgaatgtatt tagaaaaata aacaaatagg ggttccgcgc acatttcccc 

 4701  gaaaagtgcc acctgacgtc taagaaacca ttattatcat gacattaacc tataaaaata ggcgtatcac gaggcccttt cgtc 

 

 

 

> RDC3465 Translated Insert Sequence 
   1  mapslspgpa alrrapqlll lllaaecala allpareatq flrprqrraf qvfeeakqgh lerecveelc sreearevfe ndpetdyfyp ryldcinkyg 

 101  spytknsgfa tcvqnlpdqc tpnpcdrkgt qacqdlmgnf fclckagwgg rlcdkdvnec sqenggclqi chnkpgsfhc schsgfelss dgrtcqdide 

 201  cadseacgea rcknlpgsys clcdegfays sqekacrdvd eclqgrceqv cvnspgsytc hcdgrgglkl sqdmdtcedi lpcvpfsvak svkslylgrm 

 301  fsgtpvirlr fkrlqptrlv aefdfrtfdp egillfaggh qdstwivlal ragrlelqlr yngvgrvtss gpvinhgmwq tisveelarn lvikvnrdav 

 401  mkiavagdlf qperglyhln ltvggipfhe kdlvqpinpr ldgcmrswnw lngedttiqe tvkvntrmqc fsvtergsfy pgsgfafysl dymrtpldvg 

 501  testwevevv ahirpaadtg vlfalwapdl ravplsvalv dyhstkklkk qlvvlaveht alalmeikvc dgqehvvtvs lrdgeatlev dgtrgqsevs 

 601  aaqlqerlav lerhlrspvl tfagglpdvp vtsapvtafy rgcmtlevnr rlldldeaay khsditahsc ppvepaaa 


