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 hSerpin G1 VersaClone cDNA  
Catalog Number: RDC3454 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3454

4250 bps

BstAPI
NdeI

BbeI
KasI
NarI
SfoI

BmgBI
HpaI
HindIII
EcoRV
BmtI
NheI
NotI
EagI
BtgI
NcoI

EcoNI

BsmI
BsrGI
Bpu10I
EcoICRI
SacI

NaeI
NgoMIV

PsiI
Acc65I
KpnI

BsgI

PasI
AscI
BssHII
Bst1107I
XbaI
SalI
SmaI
XmaI
PspXI
XhoI
Eco47III

SapI
PciI

AhdI

NmeAIII

TsoI

ScaI

SspI
AatII
ZraI

hSerpin G1 (1-500)

COLE1

AMP

Gene:  hSERPING1 

Accession: NP_000053.2 

Insert size: 1516bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hSerpin G1 cDNA 
Plasmid 

SERPING1 serpin family G 

member 1 [ Homo sapiens 

(human) ] 

Also known as: C1IN; C1NH; HAE1; 

HAE2; C1INH 

Summary: 
Serpin G1 is a highly glycosylated 
plasma protein involved in the 
regulation of the complement 
cascade. It inhibits activated C1r and 
C1s of the first complement 
component and thus regulates 
complement activation. It is 
synthesized in the liver, and its 
deficiency is associated with 
hereditary angioneurotic edema 
(HANE). Alternative splicing results 
in multiple transcript variants 
encoding the same isoform. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3454 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggcctcca ggctgaccct gctgaccctc ctgctgctgc tgctggctgg 

  501  ggatagagcc tcctcaaatc caaatgctac cagctccagc tcccaggatc cagagagttt gcaagacaga ggcgaaggga aggtcgcaac aacagttatc 

  601  tccaagatgc tattcgttga acccatcctg gaggtttcca gcttgccgac aaccaactca acaaccaatt cagccaccaa aataacagct aataccactg 

  701  atgaacccac cacacaaccc accacagagc ccaccaccca acccaccatc caacccaccc aaccaactac ccagctccca acagattctc ctacccagcc 

  801  cactactggg tccttctgcc caggacctgt tactctctgc tctgacttgg agagtcattc aacagaggcc gtgttggggg atgctttggt agatttctcc 

  901  ctgaagctct accacgcctt ctcagcaatg aagaaggtgg agaccaacat ggccttttcc ccattcagca tcgccagcct ccttacccag gtcctgctcg 

 1001  gggctgggga gaacaccaaa acaaacctgg agagcatcct ctcttacccc aaggacttca cctgtgtcca ccaggccctg aagggcttca cgaccaaagg 

 1101  tgtcacctca gtctctcaga tcttccacag cccagacctg gccataaggg acacctttgt gaatgcctct cggaccctgt acagcagcag ccccagagtc 

 1201  ctaagcaaca acagtgacgc caacttggag ctcatcaaca cctgggtggc caagaacacc aacaacaaga tcagccggct gctagacagt ctgccctccg 

 1301  atacccgcct tgtcctcctc aatgctatct acctgagtgc caagtggaag acaacatttg atcccaagaa aaccagaatg gaaccctttc acttcaaaaa 

 1401  ctcagttata aaagtgccca tgatgaatag caagaagtac cctgtggccc atttcattga ccaaactttg aaagccaagg tggggcagct gcagctctcc 

 1501  cacaatctga gtttggtgat cctggtaccc cagaacctga aacatcgtct tgaagacatg gaacaggctc tcagcccttc tgttttcaag gccatcatgg 

 1601  agaaactgga gatgtccaag ttccagccca ctctcctaac actaccccgc atcaaagtga cgaccagcca ggatatgctc tcaatcatgg agaaattgga 

 1701  attcttcgat ttttcttatg accttaacct gtgtgggctg acagaggacc cagatcttca ggtttctgcg atgcagcacc agacagtgct ggaactgaca 

 1801  gagactgggg tggaggcggc tgcagcctcc gccatctctg tggcccgcac cctgctggtc tttgaagtgc agcagccctt cctcttcgtg ctctgggacc 

 1901  agcagcacaa gttccctgtc ttcatggggc gagtatatga ccccagggcc taaaggcgcg ccagtatact ctagagtcga cacccgggga attcctcgag 

 2001  cgctcgtctc tagcttggcg taatcatggt catagctgtt tcctgtgtga aattgttatc cgctcacaat tccacacaac atacgagccg gaagcataaa 

 2101  gtgtaaagcc tggggtgcct aatgagtgag ctaactcaca ttaattgcgt tgcgctcact gcccgctttc cagtcgggaa acctgtcgtg ccagctgcat 

 2201  taatgaatcg gccaacgcgc ggggagaggc ggtttgcgta ttgggcgctc ttccgcttcc tcgctcactg actcgctgcg ctcggtcgtt cggctgcggc 

 2301  gagcggtatc agctcactca aaggcggtaa tacggttatc cacagaatca ggggataacg caggaaagaa catgtgagca aaaggccagc aaaaggccag 

 2401  gaaccgtaaa aaggccgcgt tgctggcgtt tttccatagg ctccgccccc ctgacgagca tcacaaaaat cgacgctcaa gtcagaggtg gcgaaacccg 

 2501  acaggactat aaagatacca ggcgtttccc cctggaagct ccctcgtgcg ctctcctgtt ccgaccctgc cgcttaccgg atacctgtcc gcctttctcc 

 2601  cttcgggaag cgtggcgctt tctcaatgct cacgctgtag gtatctcagt tcggtgtagg tcgttcgctc caagctgggc tgtgtgcacg aaccccccgt 

 2701  tcagcccgac cgctgcgcct tatccggtaa ctatcgtctt gagtccaacc cggtaagaca cgacttatcg ccactggcag cagccactgg taacaggatt 

 2801  agcagagcga ggtatgtagg cggtgctaca gagttcttga agtggtggcc taactacggc tacactagaa ggacagtatt tggtatctgc gctctgctga 

 2901  agccagttac cttcggaaaa agagttggta gctcttgatc cggcaaacaa accaccgctg gtagcggtgg tttttttgtt tgcaagcagc agattacgcg 

 3001  cagaaaaaaa ggatctcaag aagatccttt gatcttttct acggggtctg acgctcagtg gaacgaaaac tcacgttaag ggattttggt catgagatta 

 3101  tcaaaaagga tcttcaccta gatcctttta aattaaaaat gaagttttaa atcaatctaa agtatatatg agtaaacttg gtctgacagt taccaatgct 

 3201  taatcagtga ggcacctatc tcagcgatct gtctatttcg ttcatccata gttgcctgac tccccgtcgt gtagataact acgatacggg agggcttacc 

 3301  atctggcccc agtgctgcaa tgataccgcg agacccacgc tcaccggctc cagatttatc agcaataaac cagccagccg gaagggccga gcgcagaagt 

 3401  ggtcctgcaa ctttatccgc ctccatccag tctattaatt gttgccggga agctagagta agtagttcgc cagttaatag tttgcgcaac gttgttgcca 

 3501  ttgctacagg catcgtggtg tcacgctcgt cgtttggtat ggcttcattc agctccggtt cccaacgatc aaggcgagtt acatgatccc ccatgttgtg 

 3601  caaaaaagcg gttagctcct tcggtcctcc gatcgttgtc agaagtaagt tggccgcagt gttatcactc atggttatgg cagcactgca taattctctt 

 3701  actgtcatgc catccgtaag atgcttttct gtgactggtg agtactcaac caagtcattc tgagaatagt gtatgcggcg accgagttgc tcttgcccgg 

 3801  cgtcaatacg ggataatacc gcgccacata gcagaacttt aaaagtgctc atcattggaa aacgttcttc ggggcgaaaa ctctcaagga tcttaccgct 

 3901  gttgagatcc agttcgatgt aacccactcg tgcacccaac tgatcttcag catcttttac tttcaccagc gtttctgggt gagcaaaaac aggaaggcaa 

 4001  aatgccgcaa aaaagggaat aagggcgaca cggaaatgtt gaatactcat actcttcctt tttcaatatt attgaagcat ttatcagggt tattgtctca 

 4101  tgagcggata catatttgaa tgtatttaga aaaataaaca aataggggtt ccgcgcacat ttccccgaaa agtgccacct gacgtctaag aaaccattat 

 4201  tatcatgaca ttaacctata aaaataggcg tatcacgagg ccctttcgtc 

 

 

 

> RDC3454 Translated Insert Sequence 
   1  masrltlltl lllllagdra ssnpnatsss sqdpeslqdr gegkvattvi skmlfvepil evsslpttns ttnsatkita nttdepttqp ttepttqpti 

 101  qptqpttqlp tdsptqpttg sfcpgpvtlc sdleshstea vlgdalvdfs lklyhafsam kkvetnmafs pfsiaslltq vllgagentk tnlesilsyp 

 201  kdftcvhqal kgfttkgvts vsqifhspdl airdtfvnas rtlysssprv lsnnsdanle lintwvaknt nnkisrllds lpsdtrlvll naiylsakwk 

 301  ttfdpkktrm epfhfknsvi kvpmmnskky pvahfidqtl kakvgqlqls hnlslvilvp qnlkhrledm eqalspsvfk aimeklemsk fqptlltlpr 

 401  ikvttsqdml simekleffd fsydlnlcgl tedpdlqvsa mqhqtvlelt etgveaaaas aisvartllv fevqqpflfv lwdqqhkfpv fmgrvydpra 


