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 hCarboxypeptidase E VersaClone cDNA  
Catalog Number: RDC3446 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3446

4178 bps

PfoI
BmgBI
HpaI
BamHI
EcoRV
BmtI
NheI
NotI
EagI

SacII
MreI
SgrAI
KroI
NaeI
NgoMIV

Eco53kI
SacI

SwaI
NsiI

PshAI

PasI
BglII

BsaAI

BalI

PflMI
SrfI

BlpI
BbsI

BstEII
XcmI

BbvCI

AscI

BstZ17I
XbaI
SalI
EcoRI
PspXI
XhoI
Eco47III

SapI
PciI

AhdI

NmeAIII

ScaI

XmnI

SspI
AatII
ZraI

EcoO109I

hCPE (1-476)

COLE1

AMP

Gene:  hCpe 

Accession: NP_001864.1 

Insert size: 1444bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hCarboxypeptidase E 
cDNA Plasmid 

Cpe carboxypeptidase E [ Mus 

musculus (house mouse) ] 

Also known as: CP; CPH; fat; Cph-; 

Cph1; NF-a; Cph-1; R74677; NF-

alpha1 

Summary: 
CPE is a prohormone-processing 
exopeptidase found in secretory 
granules of endocrine and 
neuroendocrine cells. It undergoes 
proteolytic processing to generate a 
mature, functional enzyme that 
cleaves the C-terminal basic 
residues of protein substrates. A 
missense mutation in CPE is 
responsible for the obesity 
phenotype in a mouse model known 
as the "fat mouse." Mice lacking the 
functional CPE exhibit impaired 
processing of multiple peptide 
hormones such as proinsulin, 
prodynorphin, proneurotensin, 
promelanin-concentrating hormone 
and pro-opiomelanocortin. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3446 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggccgggc gagggggcag cgcgctgctg gctctgtgcg gggcactggc 

  501  tgcctgcggg tggctcctgg gcgccgaagc ccaggagccc ggggcgcccg cggcgggcat gaggcggcgc cggcggctgc agcaagagga cggcatctcc 

  601  ttcgagtacc accgctaccc cgagctgcgc gaggcgctcg tgtccgtgtg gctgcagtgc accgccatca gcaggattta cacggtgggg cgcagcttcg 

  701  agggccggga gctcctggtc atcgagctgt ccgacaaccc tggcgtccat gagcctggtg agcctgaatt taaatacatt gggaatatgc atgggaatga 

  801  ggctgttgga cgagaactgc tcattttctt ggcccagtac ctatgcaacg aataccagaa ggggaacgag acaattgtca acctgatcca cagtacccgc 

  901  attcacatca tgccttccct gaacccagat ggctttgaga aggcagcgtc tcagcctggt gaactcaagg actggtttgt gggtcgaagc aatgcccagg 

 1001  gaatagatct gaaccggaac tttccagacc tggataggat agtgtacgtg aatgagaaag aaggtggtcc aaataatcat ctgttgaaaa atatgaagaa 

 1101  aattgtggat caaaacacaa agcttgctcc tgagaccaag gctgtcattc attggattat ggatattcct tttgtgcttt ctgccaatct ccatggagga 

 1201  gaccttgtgg ccaattatcc atatgatgag acgcggagtg gtagtgctca cgaatacagc tcctccccag atgacgccat tttccaaagc ttggcccggg 

 1301  catactcttc tttcaacccg gccatgtctg accccaatcg gccaccatgt cgcaagaatg atgatgacag cagctttgta gatggaacca ccaacggtgg 

 1401  tgcttggtac agcgtacctg gagggatgca agacttcaat taccttagca gcaactgttt tgagatcacc gtggagctta gctgtgagaa gttcccacct 

 1501  gaagagactc tgaagaccta ctgggaggat aacaaaaact ccctcattag ctaccttgag cagatacacc gaggagttaa aggatttgtc cgagaccttc 

 1601  aaggtaaccc aattgcgaat gccaccatct ccgtggaagg aatagaccac gatgttacat ccgcaaagga tggtgattac tggagattgc ttatacctgg 

 1701  aaactataaa cttacagcct cagctccagg ctatctggca ataacaaaga aagtggcagt tccttacagc cctgctgctg gggttgattt tgaactggag 

 1801  tcattttctg aaaggaaaga agaggagaag gaagaattga tggaatggtg gaaaatgatg tcagaaactt tgaattttta aaggcgcgcc agtatactct 

 1901  agagtcgaca cccggggaat tcctcgagcg ctcgtctcta gcttggcgta atcatggtca tagctgtttc ctgtgtgaaa ttgttatccg ctcacaattc 

 2001  cacacaacat acgagccgga agcataaagt gtaaagcctg gggtgcctaa tgagtgagct aactcacatt aattgcgttg cgctcactgc ccgctttcca 

 2101  gtcgggaaac ctgtcgtgcc agctgcatta atgaatcggc caacgcgcgg ggagaggcgg tttgcgtatt gggcgctctt ccgcttcctc gctcactgac 

 2201  tcgctgcgct cggtcgttcg gctgcggcga gcggtatcag ctcactcaaa ggcggtaata cggttatcca cagaatcagg ggataacgca ggaaagaaca 

 2301  tgtgagcaaa aggccagcaa aaggccagga accgtaaaaa ggccgcgttg ctggcgtttt tccataggct ccgcccccct gacgagcatc acaaaaatcg 

 2401  acgctcaagt cagaggtggc gaaacccgac aggactataa agataccagg cgtttccccc tggaagctcc ctcgtgcgct ctcctgttcc gaccctgccg 

 2501  cttaccggat acctgtccgc ctttctccct tcgggaagcg tggcgctttc tcaatgctca cgctgtaggt atctcagttc ggtgtaggtc gttcgctcca 

 2601  agctgggctg tgtgcacgaa ccccccgttc agcccgaccg ctgcgcctta tccggtaact atcgtcttga gtccaacccg gtaagacacg acttatcgcc 

 2701  actggcagca gccactggta acaggattag cagagcgagg tatgtaggcg gtgctacaga gttcttgaag tggtggccta actacggcta cactagaagg 

 2801  acagtatttg gtatctgcgc tctgctgaag ccagttacct tcggaaaaag agttggtagc tcttgatccg gcaaacaaac caccgctggt agcggtggtt 

 2901  tttttgtttg caagcagcag attacgcgca gaaaaaaagg atctcaagaa gatcctttga tcttttctac ggggtctgac gctcagtgga acgaaaactc 

 3001  acgttaaggg attttggtca tgagattatc aaaaaggatc ttcacctaga tccttttaaa ttaaaaatga agttttaaat caatctaaag tatatatgag 

 3101  taaacttggt ctgacagtta ccaatgctta atcagtgagg cacctatctc agcgatctgt ctatttcgtt catccatagt tgcctgactc cccgtcgtgt 

 3201  agataactac gatacgggag ggcttaccat ctggccccag tgctgcaatg ataccgcgag acccacgctc accggctcca gatttatcag caataaacca 

 3301  gccagccgga agggccgagc gcagaagtgg tcctgcaact ttatccgcct ccatccagtc tattaattgt tgccgggaag ctagagtaag tagttcgcca 

 3401  gttaatagtt tgcgcaacgt tgttgccatt gctacaggca tcgtggtgtc acgctcgtcg tttggtatgg cttcattcag ctccggttcc caacgatcaa 

 3501  ggcgagttac atgatccccc atgttgtgca aaaaagcggt tagctccttc ggtcctccga tcgttgtcag aagtaagttg gccgcagtgt tatcactcat 

 3601  ggttatggca gcactgcata attctcttac tgtcatgcca tccgtaagat gcttttctgt gactggtgag tactcaacca agtcattctg agaatagtgt 

 3701  atgcggcgac cgagttgctc ttgcccggcg tcaatacggg ataataccgc gccacatagc agaactttaa aagtgctcat cattggaaaa cgttcttcgg 

 3801  ggcgaaaact ctcaaggatc ttaccgctgt tgagatccag ttcgatgtaa cccactcgtg cacccaactg atcttcagca tcttttactt tcaccagcgt 

 3901  ttctgggtga gcaaaaacag gaaggcaaaa tgccgcaaaa aagggaataa gggcgacacg gaaatgttga atactcatac tcttcctttt tcaatattat 

 4001  tgaagcattt atcagggtta ttgtctcatg agcggataca tatttgaatg tatttagaaa aataaacaaa taggggttcc gcgcacattt ccccgaaaag 

 4101  tgccacctga cgtctaagaa accattatta tcatgacatt aacctataaa aataggcgta tcacgaggcc ctttcgtc 

 

 

 

> RDC3446 Translated Insert Sequence 
   1  magrggsall alcgalaacg wllgaeaqep gapaagmrrr rrlqqedgis feyhrypelr ealvsvwlqc taisriytvg rsfegrellv ielsdnpgvh 

 101  epgepefkyi gnmhgneavg relliflaqy lcneyqkgne tivnlihstr ihimpslnpd gfekaasqpg elkdwfvgrs naqgidlnrn fpdldrivyv 

 201  nekeggpnnh llknmkkivd qntklapetk avihwimdip fvlsanlhgg dlvanypyde trsgsaheys sspddaifqs larayssfnp amsdpnrppc 

 301  rkndddssfv dgttnggawy svpggmqdfn ylssncfeit velscekfpp eetlktywed nknslisyle qihrgvkgfv rdlqgnpian atisvegidh 

 401  dvtsakdgdy wrllipgnyk ltasapgyla itkkvavpys paagvdfele sfserkeeek eelmewwkmm setlnf 


