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 hMAGEA1 VersaClone cDNA  
Catalog Number: RDC3434 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3434

3677 bps

BstAPI
NdeI

KasI
NarI
SfoI

BstXI

HpaI
HindIII
BamHI
EcoRV
BmtI
NheI
NotI
EagI

PasI

EcoNI

BglII

AvrII

PflMI

ApaI
PspOMI

BclI

AscI
BssHII
BstZ17I
XbaI
SalI
SmaI
XmaI
ApoI
EcoRI
PspXI
XhoI
Eco47III

SapI
PciI

AlwNI

AhdI

NmeAIII

ScaI

XmnI

SspI
AatII
ZraI

hMAGEA1 (1-309)

COLE1

AMP

Gene:  hMAGEA1 

Accession: NP_004979.3 

Insert size: 943bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hMAGEA1 cDNA 
Plasmid 

MAGEA1 MAGE family member 

A1 [ Homo sapiens (human) ] 

Also known as: CT1.1; MAGE1 

Summary: 
MAGEA1 is a member of the MAGEA 
gene family. The members of this 
family encode proteins with 50 to 
80% sequence identity to each 
other. The promoters and first exons 
of the MAGEA genes show 
considerable variability, suggesting 
that the existence of this gene 
family enables the same function to 
be expressed under different 
transcriptional controls. They have 
been implicated in some hereditary 
disorders, such as dyskeratosis 
congenita. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3434 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgtctcttg agcagaggag tctgcactgc aagcctgagg aagcccttga 

  501  ggcccaacaa gaggccctgg gcctggtgtg tgtgcaggct gccacctcct cctcctctcc tctggtcctg ggcaccctgg aggaggtgcc cactgctggg 

  601  tcaacagatc ctccccagag tcctcaggga gcctccgcct ttcccactac catcaacttc actcgacaga ggcaacccag tgagggttcc agcagccgtg 

  701  aagaggaggg gccaagcacc tcttgtatcc tggagtcctt gttccgagca gtaatcacta agaaggtggc tgatttggtt ggttttctgc tcctcaaata 

  801  tcgagccagg gagccagtca caaaggcaga aatgctggag agtgtcatca aaaattacaa gcactgtttt cctgagatct tcggcaaagc ctctgagtcc 

  901  ttgcagctgg tctttggcat tgacgtgaag gaagcagacc ccaccggcca ctcctatgtc cttgtcacct gcctaggtct ctcctatgat ggcctgctgg 

 1001  gtgataatca gatcatgccc aagacaggct tcctgataat tgtcctggtc atgattgcaa tggagggcgg ccatgctcct gaggaggaaa tctgggagga 

 1101  gctgagtgtg atggaggtgt atgatgggag ggagcacagt gcctatgggg agcccaggaa gctgctcacc caagatttgg tgcaggaaaa gtacctggag 

 1201  taccggcagg tgccggacag tgatcccgca cgctatgagt tcctgtgggg tccaagggcc ctcgctgaaa ccagctatgt gaaagtcctt gagtatgtga 

 1301  tcaaggtcag tgcaagagtt cgctttttct tcccatccct gcgtgaagca gctttgagag aggaggaaga gggagtctaa aggcgcgcca gtatactcta 

 1401  gagtcgacac ccggggaatt cctcgagcgc tcgtctctag cttggcgtaa tcatggtcat agctgtttcc tgtgtgaaat tgttatccgc tcacaattcc 

 1501  acacaacata cgagccggaa gcataaagtg taaagcctgg ggtgcctaat gagtgagcta actcacatta attgcgttgc gctcactgcc cgctttccag 

 1601  tcgggaaacc tgtcgtgcca gctgcattaa tgaatcggcc aacgcgcggg gagaggcggt ttgcgtattg ggcgctcttc cgcttcctcg ctcactgact 

 1701  cgctgcgctc ggtcgttcgg ctgcggcgag cggtatcagc tcactcaaag gcggtaatac ggttatccac agaatcaggg gataacgcag gaaagaacat 

 1801  gtgagcaaaa ggccagcaaa aggccaggaa ccgtaaaaag gccgcgttgc tggcgttttt ccataggctc cgcccccctg acgagcatca caaaaatcga 

 1901  cgctcaagtc agaggtggcg aaacccgaca ggactataaa gataccaggc gtttccccct ggaagctccc tcgtgcgctc tcctgttccg accctgccgc 

 2001  ttaccggata cctgtccgcc tttctccctt cgggaagcgt ggcgctttct caatgctcac gctgtaggta tctcagttcg gtgtaggtcg ttcgctccaa 

 2101  gctgggctgt gtgcacgaac cccccgttca gcccgaccgc tgcgccttat ccggtaacta tcgtcttgag tccaacccgg taagacacga cttatcgcca 

 2201  ctggcagcag ccactggtaa caggattagc agagcgaggt atgtaggcgg tgctacagag ttcttgaagt ggtggcctaa ctacggctac actagaagga 

 2301  cagtatttgg tatctgcgct ctgctgaagc cagttacctt cggaaaaaga gttggtagct cttgatccgg caaacaaacc accgctggta gcggtggttt 

 2401  ttttgtttgc aagcagcaga ttacgcgcag aaaaaaagga tctcaagaag atcctttgat cttttctacg gggtctgacg ctcagtggaa cgaaaactca 

 2501  cgttaaggga ttttggtcat gagattatca aaaaggatct tcacctagat ccttttaaat taaaaatgaa gttttaaatc aatctaaagt atatatgagt 

 2601  aaacttggtc tgacagttac caatgcttaa tcagtgaggc acctatctca gcgatctgtc tatttcgttc atccatagtt gcctgactcc ccgtcgtgta 

 2701  gataactacg atacgggagg gcttaccatc tggccccagt gctgcaatga taccgcgaga cccacgctca ccggctccag atttatcagc aataaaccag 

 2801  ccagccggaa gggccgagcg cagaagtggt cctgcaactt tatccgcctc catccagtct attaattgtt gccgggaagc tagagtaagt agttcgccag 

 2901  ttaatagttt gcgcaacgtt gttgccattg ctacaggcat cgtggtgtca cgctcgtcgt ttggtatggc ttcattcagc tccggttccc aacgatcaag 

 3001  gcgagttaca tgatccccca tgttgtgcaa aaaagcggtt agctccttcg gtcctccgat cgttgtcaga agtaagttgg ccgcagtgtt atcactcatg 

 3101  gttatggcag cactgcataa ttctcttact gtcatgccat ccgtaagatg cttttctgtg actggtgagt actcaaccaa gtcattctga gaatagtgta 

 3201  tgcggcgacc gagttgctct tgcccggcgt caatacggga taataccgcg ccacatagca gaactttaaa agtgctcatc attggaaaac gttcttcggg 

 3301  gcgaaaactc tcaaggatct taccgctgtt gagatccagt tcgatgtaac ccactcgtgc acccaactga tcttcagcat cttttacttt caccagcgtt 

 3401  tctgggtgag caaaaacagg aaggcaaaat gccgcaaaaa agggaataag ggcgacacgg aaatgttgaa tactcatact cttccttttt caatattatt 

 3501  gaagcattta tcagggttat tgtctcatga gcggatacat atttgaatgt atttagaaaa ataaacaaat aggggttccg cgcacatttc cccgaaaagt 

 3601  gccacctgac gtctaagaaa ccattattat catgacatta acctataaaa ataggcgtat cacgaggccc tttcgtc 

 

 

> RDC3434 Translated Insert Sequence 
   1  msleqrslhc kpeealeaqq ealglvcvqa atssssplvl gtleevptag stdppqspqg asafpttinf trqrqpsegs ssreeegpst scileslfra 

 101  vitkkvadlv gflllkyrar epvtkaemle sviknykhcf peifgkases lqlvfgidvk eadptghsyv lvtclglsyd gllgdnqimp ktgfliivlv 

 201  miamegghap eeeiweelsv mevydgrehs aygeprkllt qdlvqekyle yrqvpdsdpa ryeflwgpra laetsyvkvl eyvikvsarv rfffpslrea 

 301  alreeeegv 

 

 


