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 hTransglutaminase 6 VersaClone cDNA  
Catalog Number: RDC3418 

        
 Specifications:          Description 

    Preparation and Storage 
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Gene:  hTGM6 

Accession: NP_945345.2 

Insert size: 2134bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hTransglutaminase 6 
cDNA Plasmid 

TGM6 transglutaminase 6 

[ Homo sapiens (human) ] 

Also known as: TG6; TGY; SCA35; 

TGM3L; dJ734P14.3 

Summary: 
TGM6 belongs to the 
transglutaminase superfamily. It 
catalyzes the cross-linking of 
proteins and the conjugation of 
polyamines to proteins. Mutations 
in TGM6 are associated with 
spinocerebellar ataxia type 35 
(SCA35). Alternatively spliced 
transcripts encoding different 
proteins have been described.   
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3418 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggcaggga tcagagtcac caaggtggac tggcagcggt cgaggaatgg 

  501  cgctgcccac cacacccagg agtacccctg ccctgagctg gtggttcgca ggggccagtc gttcagcctc acgctggagc tgagcagagc cctggactgt 

  601  gaggagatcc tcatcttcac gatggagaca ggaccccggg cttctgaggc cctccacacc aaagctgtgt tccagacatc ggagctggag cggggtgagg 

  701  gctggacagc agcaagggag gctcagatgg agaaaactct gaccgtcagt ctcgccagcc ctcccagtgc tgtcattggc cgctacctgc tgagcatcag 

  801  gctttcctct caccgcaaac acagcaaccg gaggctgggc gagtttgttc tccttttcaa cccatggtgt gcagaggacg atgtgtttct ggcctcagag 

  901  gaggagagac aggagtacgt gctcagcgac agcggcatca tcttccgagg cgtggagaag cacatacgag cccagggctg gaactacggg cagtttgagg 

 1001  aggacatcct gaacatctgc ctctccatcc tggatcgaag ccccggtcac caaaacaacc cagccaccga cgtgtcctgc cgccacaacc ccatctacgt 

 1101  caccagggtc atcagtgcca tggtgaacag caacaacgac cgaggtgtgg tgcaaggaca gtggcagggc aagtacggcg gcggcaccag cccgctgcac 

 1201  tggcgcggca gcgtggccat tctgcagaag tggctcaagg gcaggtacaa gccagtcaag tacggccagt gctgggtctt cgccggagtc ctgtgcacag 

 1301  tcctcaggtg cttggggata gccacacggg tcgtgtccaa cttcaactca gcccacgaca cagaccagaa cctgagtgtg gacaaatacg tggactcctt 

 1401  cgggcggacc ctggaggacc tgacagaaga cagcatgtgg aatttccatg tctggaatga gagctggttt gcccggcagg acctaggccc ctcttacaat 

 1501  ggctggcagg ttctggatgc caccccccag gaggagagtg aaggtgtgtt ccggtgcggc ccagcctcag tcaccgccat ccgcgagggt gatgtgcacc 

 1601  tggctcacga tggccccttc gtgtttgcgg aggtcaacgc cgactacatc acctggctgt ggcacgagga tgagagccgg gagcgtgtat actcaaacac 

 1701  gaagaagatt gggagatgca tcagcaccaa ggcggtgggc agtgactccc gcgtggacat cactgacctc tacaagtatc cggaagggtc ccggaaagag 

 1801  aggcaggtgt acagcaaggc ggtgaacagg ctgttcggcg tggaagcttc tggacgtcgt atctggatcc gcagggctgg gggtcgctgt ctctggcgtg 

 1901  acgacctcct ggagcctgcc accaagccca gcatcgctgg caagttcaag gtgctagagc ctcccatgct gggccacgac ctgagactgg ccctgtgctt 

 2001  ggccaacctc acctcccggg cccagcgggt gagggtcaac ctgagcggtg ccaccatcct ctatacccgc aagccagtgg cagagatcct gcatgaatcc 

 2101  cacgccgtga ggctggggcc gcaagaagag aagagaatcc caattacaat atcttactct aagtataaag aagacctgac agaggacaag aagatcctgt 

 2201  tggctgccat gtgccttgtc accaaaggag agaagcttct ggtggagaag gacattactc tagaggactt catcaccatc aaggttctgg gcccagccat 

 2301  ggtgggagtg gcagttacag tggaagtgac agtagtcaac cccctcatag agagagtgaa ggactgtgcg ctgatggtgg agggcagcgg ccttctccag 

 2401  gaacagctca gcatcgacgt gcctaccctg gagcctcagg agagggcctc agtccagttt gacatcaccc cctccaaaag tggcccaagg cagctgcagg 

 2501  tggaccttgt aagccctcac ttcccggaca tcaagggctt tgtgatcgtc catgtggcta ctgctaaata aaggcgcgcc agtatactct agagtcgaca 

 2601  cccggggaat tcctcgagcg ctcgtctcta gcttggcgta atcatggtca tagctgtttc ctgtgtgaaa ttgttatccg ctcacaattc cacacaacat 

 2701  acgagccgga agcataaagt gtaaagcctg gggtgcctaa tgagtgagct aactcacatt aattgcgttg cgctcactgc ccgctttcca gtcgggaaac 

 2801  ctgtcgtgcc agctgcatta atgaatcggc caacgcgcgg ggagaggcgg tttgcgtatt gggcgctctt ccgcttcctc gctcactgac tcgctgcgct 

 2901  cggtcgttcg gctgcggcga gcggtatcag ctcactcaaa ggcggtaata cggttatcca cagaatcagg ggataacgca ggaaagaaca tgtgagcaaa 

 3001  aggccagcaa aaggccagga accgtaaaaa ggccgcgttg ctggcgtttt tccataggct ccgcccccct gacgagcatc acaaaaatcg acgctcaagt 

 3101  cagaggtggc gaaacccgac aggactataa agataccagg cgtttccccc tggaagctcc ctcgtgcgct ctcctgttcc gaccctgccg cttaccggat 

 3201  acctgtccgc ctttctccct tcgggaagcg tggcgctttc tcaatgctca cgctgtaggt atctcagttc ggtgtaggtc gttcgctcca agctgggctg 

 3301  tgtgcacgaa ccccccgttc agcccgaccg ctgcgcctta tccggtaact atcgtcttga gtccaacccg gtaagacacg acttatcgcc actggcagca 

 3401  gccactggta acaggattag cagagcgagg tatgtaggcg gtgctacaga gttcttgaag tggtggccta actacggcta cactagaagg acagtatttg 

 3501  gtatctgcgc tctgctgaag ccagttacct tcggaaaaag agttggtagc tcttgatccg gcaaacaaac caccgctggt agcggtggtt tttttgtttg 

 3601  caagcagcag attacgcgca gaaaaaaagg atctcaagaa gatcctttga tcttttctac ggggtctgac gctcagtgga acgaaaactc acgttaaggg 

 3701  attttggtca tgagattatc aaaaaggatc ttcacctaga tccttttaaa ttaaaaatga agttttaaat caatctaaag tatatatgag taaacttggt 

 3801  ctgacagtta ccaatgctta atcagtgagg cacctatctc agcgatctgt ctatttcgtt catccatagt tgcctgactc cccgtcgtgt agataactac 

 3901  gatacgggag ggcttaccat ctggccccag tgctgcaatg ataccgcgag acccacgctc accggctcca gatttatcag caataaacca gccagccgga 

 4001  agggccgagc gcagaagtgg tcctgcaact ttatccgcct ccatccagtc tattaattgt tgccgggaag ctagagtaag tagttcgcca gttaatagtt 

 4101  tgcgcaacgt tgttgccatt gctacaggca tcgtggtgtc acgctcgtcg tttggtatgg cttcattcag ctccggttcc caacgatcaa ggcgagttac 

 4201  atgatccccc atgttgtgca aaaaagcggt tagctccttc ggtcctccga tcgttgtcag aagtaagttg gccgcagtgt tatcactcat ggttatggca 

 4301  gcactgcata attctcttac tgtcatgcca tccgtaagat gcttttctgt gactggtgag tactcaacca agtcattctg agaatagtgt atgcggcgac 

 4401  cgagttgctc ttgcccggcg tcaatacggg ataataccgc gccacatagc agaactttaa aagtgctcat cattggaaaa cgttcttcgg ggcgaaaact 

 4501  ctcaaggatc ttaccgctgt tgagatccag ttcgatgtaa cccactcgtg cacccaactg atcttcagca tcttttactt tcaccagcgt ttctgggtga 

 4601  gcaaaaacag gaaggcaaaa tgccgcaaaa aagggaataa gggcgacacg gaaatgttga atactcatac tcttcctttt tcaatattat tgaagcattt 

 4701  atcagggtta ttgtctcatg agcggataca tatttgaatg tatttagaaa aataaacaaa taggggttcc gcgcacattt ccccgaaaag tgccacctga 

 4801  cgtctaagaa accattatta tcatgacatt aacctataaa aataggcgta tcacgaggcc ctttcgtc 

 

 

 

> RDC3418 Translated Insert Sequence 
   1  magirvtkvd wqrsrngaah htqeypcpel vvrrgqsfsl tlelsraldc eeiliftmet gprasealht kavfqtsele rgegwtaare aqmektltvs 

 101  lasppsavig ryllsirlss hrkhsnrrlg efvllfnpwc aeddvflase eerqeyvlsd sgiifrgvek hiraqgwnyg qfeedilnic lsildrspgh 

 201  qnnpatdvsc rhnpiyvtrv isamvnsnnd rgvvqgqwqg kygggtsplh wrgsvailqk wlkgrykpvk ygqcwvfagv lctvlrclgi atrvvsnfns 

 301  ahdtdqnlsv dkyvdsfgrt ledltedsmw nfhvwneswf arqdlgpsyn gwqvldatpq eesegvfrcg pasvtaireg dvhlahdgpf vfaevnadyi 

 401  twlwhedesr ervysntkki grcistkavg sdsrvditdl ykypegsrke rqvyskavnr lfgveasgrr iwirraggrc lwrddllepa tkpsiagkfk 

 501  vleppmlghd lrlalclanl tsraqrvrvn lsgatilytr kpvaeilhes havrlgpqee kripitisys kykedltedk killaamclv tkgekllvek 

 601  ditledfiti kvlgpamvgv avtvevtvvn pliervkdca lmvegsgllq eqlsidvptl epqerasvqf ditpsksgpr qlqvdlvsph fpdikgfviv 

 701  hvatak 

 

 


