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 hHTRA1/PRSS11 VersaClone cDNA  
Catalog Number: RDC3408 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3408

4190 bps

PfoI
NdeI

BstXI
HpaI
BamHI
BmtI
NheI
NotI

MluI
EcoNI
SbfI

BsgI
StyI

BsaAI
DraIII
PmlI
BstEII

BseRI

BclI

AscI
BstZ17I
XbaI
SalI
ApoI
EcoRI
PspXI
XhoI
Eco47III

PciI

AhdI

BpmI

ScaI

SspI

hHTRA1 (1-480)

COLE1

AMP

Gene:  hHTRA1 

Accession: NP_002766.1 

Insert size: 1456bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hHTRA1/PRSS11 
cDNA Plasmid 

HTRA1 HtrA serine peptidase 1 

[ Homo sapiens (human) ] 

Also known as: L56; HtrA; ARMD7; 

ORF480; PRSS11; CARASIL; 

CADASIL2 

Summary: 
HTRA1 is a member of the trypsin 
family of serine proteases. It is a 
secreted enzyme that is proposed to 
regulate the availability of insulin-
like growth factors (IGFs) by cleaving 
IGF-binding proteins. It has also 
been suggested to be a regulator of 
cell growth. Variations in the 
promoter region of HTRA1 are the 
cause of susceptibility to age-related 
macular degeneration type 7. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3408 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgcagatcc cgcgcgccgc tcttctcccg ctgctgctgc tgctgctggc 

  501  ggcgcccgcc tcggcgcagc tgtcccgggc cggccgctcg gcgcctttgg ccgccgggtg cccagaccgc tgcgagccgg cgcgctgccc gccgcagccg 

  601  gagcactgcg agggcggccg ggcccgggac gcgtgcggct gctgcgaggt gtgcggcgct cccgagggcg ccgcgtgcgg cctgcaggag ggcccgtgcg 

  701  gcgaggggct gcagtgcgtg gtgcccttcg gggtgccagc ctcggccacg gtgcggcggc gcgcgcaggc cggcctctgt gtgtgcgcca gcagcgagcc 

  801  ggtgtgcggc agcgacgcca acacctacgc caacctgtgc cagctgcgcg ccgccagccg ccgctccgag aggctgcacc ggccgccggt catcgtcctg 

  901  cagcgcggag cctgcggcca agggcaggaa gatcccaaca gtttgcgcca taaatataac tttatcgcgg acgtggtgga gaagatcgcc cctgccgtgg 

 1001  ttcatatcga attgtttcgc aagcttccgt tttctaaacg agaggtgccg gtggctagtg ggtctgggtt tattgtgtcg gaagatggac tgatcgtgac 

 1101  aaatgcccac gtggtgacca acaagcaccg ggtcaaagtt gagctgaaga acggtgccac ttacgaagcc aaaatcaagg atgtggatga gaaagcagac 

 1201  attgcactca tcaaaattga ccaccagggc aagctgcctg tcctgctgct tggccgctcc tcagagctgc ggccgggaga gttcgtggtc gccatcggaa 

 1301  gcccgttttc ccttcaaaac acagtcacca ccgggatcgt gagcaccacc cagcgaggcg gcaaagagct ggggctccgc aactcagaca tggactacat 

 1401  ccagaccgac gccatcatca actatggaaa ctcgggaggc ccgttagtaa acctggacgg tgaagtgatt ggaattaaca ctttgaaagt gacagctgga 

 1501  atctcctttg caatcccatc tgataagatt aaaaagttcc tcacggagtc ccatgaccga caggccaaag gaaaagccat caccaagaag aagtatattg 

 1601  gtatccgaat gatgtcactc acgtccagca aagccaaaga gctgaaggac cggcaccggg acttcccaga cgtgatctca ggagcgtata taattgaagt 

 1701  aattcctgat accccagcag aagctggtgg tctcaaggaa aacgacgtca taatcagcat caatggacag tccgtggtct ccgccaatga tgtcagcgac 

 1801  gtcattaaaa gggaaagcac cctgaacatg gtggtccgca ggggtaatga agatatcatg atcacagtga ttcccgaaga aattgaccca taaaggcgcg 

 1901  ccagtatact ctagagtcga cacccgggga attcctcgag cgctcgtctc tagcttggcg taatcatggt catagctgtt tcctgtgtga aattgttatc 

 2001  cgctcacaat tccacacaac atacgagccg gaagcataaa gtgtaaagcc tggggtgcct aatgagtgag ctaactcaca ttaattgcgt tgcgctcact 

 2101  gcccgctttc cagtcgggaa acctgtcgtg ccagctgcat taatgaatcg gccaacgcgc ggggagaggc ggtttgcgta ttgggcgctc ttccgcttcc 

 2201  tcgctcactg actcgctgcg ctcggtcgtt cggctgcggc gagcggtatc agctcactca aaggcggtaa tacggttatc cacagaatca ggggataacg 

 2301  caggaaagaa catgtgagca aaaggccagc aaaaggccag gaaccgtaaa aaggccgcgt tgctggcgtt tttccatagg ctccgccccc ctgacgagca 

 2401  tcacaaaaat cgacgctcaa gtcagaggtg gcgaaacccg acaggactat aaagatacca ggcgtttccc cctggaagct ccctcgtgcg ctctcctgtt 

 2501  ccgaccctgc cgcttaccgg atacctgtcc gcctttctcc cttcgggaag cgtggcgctt tctcaatgct cacgctgtag gtatctcagt tcggtgtagg 

 2601  tcgttcgctc caagctgggc tgtgtgcacg aaccccccgt tcagcccgac cgctgcgcct tatccggtaa ctatcgtctt gagtccaacc cggtaagaca 

 2701  cgacttatcg ccactggcag cagccactgg taacaggatt agcagagcga ggtatgtagg cggtgctaca gagttcttga agtggtggcc taactacggc 

 2801  tacactagaa ggacagtatt tggtatctgc gctctgctga agccagttac cttcggaaaa agagttggta gctcttgatc cggcaaacaa accaccgctg 

 2901  gtagcggtgg tttttttgtt tgcaagcagc agattacgcg cagaaaaaaa ggatctcaag aagatccttt gatcttttct acggggtctg acgctcagtg 

 3001  gaacgaaaac tcacgttaag ggattttggt catgagatta tcaaaaagga tcttcaccta gatcctttta aattaaaaat gaagttttaa atcaatctaa 

 3101  agtatatatg agtaaacttg gtctgacagt taccaatgct taatcagtga ggcacctatc tcagcgatct gtctatttcg ttcatccata gttgcctgac 

 3201  tccccgtcgt gtagataact acgatacggg agggcttacc atctggcccc agtgctgcaa tgataccgcg agacccacgc tcaccggctc cagatttatc 

 3301  agcaataaac cagccagccg gaagggccga gcgcagaagt ggtcctgcaa ctttatccgc ctccatccag tctattaatt gttgccggga agctagagta 

 3401  agtagttcgc cagttaatag tttgcgcaac gttgttgcca ttgctacagg catcgtggtg tcacgctcgt cgtttggtat ggcttcattc agctccggtt 

 3501  cccaacgatc aaggcgagtt acatgatccc ccatgttgtg caaaaaagcg gttagctcct tcggtcctcc gatcgttgtc agaagtaagt tggccgcagt 

 3601  gttatcactc atggttatgg cagcactgca taattctctt actgtcatgc catccgtaag atgcttttct gtgactggtg agtactcaac caagtcattc 

 3701  tgagaatagt gtatgcggcg accgagttgc tcttgcccgg cgtcaatacg ggataatacc gcgccacata gcagaacttt aaaagtgctc atcattggaa 

 3801  aacgttcttc ggggcgaaaa ctctcaagga tcttaccgct gttgagatcc agttcgatgt aacccactcg tgcacccaac tgatcttcag catcttttac 

 3901  tttcaccagc gtttctgggt gagcaaaaac aggaaggcaa aatgccgcaa aaaagggaat aagggcgaca cggaaatgtt gaatactcat actcttcctt 

 4001  tttcaatatt attgaagcat ttatcagggt tattgtctca tgagcggata catatttgaa tgtatttaga aaaataaaca aataggggtt ccgcgcacat 

 4101  ttccccgaaa agtgccacct gacgtctaag aaaccattat tatcatgaca ttaacctata aaaataggcg tatcacgagg ccctttcgtc 

 

 

> RDC3408 Translated Insert Sequence 
   1  mqipraallp llllllaapa saqlsragrs aplaagcpdr ceparcppqp ehceggrard acgccevcga pegaacglqe gpcgeglqcv vpfgvpasat 

 101  vrrraqaglc vcassepvcg sdantyanlc qlraasrrse rlhrppvivl qrgacgqgqe dpnslrhkyn fiadvvekia pavvhielfr klpfskrevp 

 201  vasgsgfivs edglivtnah vvtnkhrvkv elkngatyea kikdvdekad ialikidhqg klpvlllgrs selrpgefvv aigspfslqn tvttgivstt 

 301  qrggkelglr nsdmdyiqtd aiinygnsgg plvnldgevi gintlkvtag isfaipsdki kkflteshdr qakgkaitkk kyigirmmsl tsskakelkd 

 401  rhrdfpdvis gayiievipd tpaeagglke ndviisingq svvsandvsd vikrestlnm vvrrgnedim itvipeeidp 

 

 


