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 hPRPS1 VersaClone cDNA  
Catalog Number: RDC3356 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3356

3704 bps

PfoI
NdeI

BmgBI
HpaI
BamHI
BmtI
NheI
NotI
EagI

BsaAI
BclI
PstI

AarI
BspMI
BtgI
NcoI
StyI
KroI
NaeI
NgoMIV

BalI

SphI
Bsu36I

BsaBI

BsmFI
PsiI
AscI
BssHII
BstZ17I
XbaI
SalI
SmaI
XmaI
EcoRI
PspXI
XhoI
Eco47III

SapI
PciI

BseYI
GsaI

AlwNI

AhdI

NmeAIII

ScaI

XmnI

SspI
AatII
ZraI

EcoO109I

hPRPS1 (1-318)

COLE1

AMP

Gene:  hPRPS1 

Accession: NP_002755.1 

Insert size: 970bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hPRPS1 cDNA 
Plasmid 

PRPS1 phosphoribosyl 

pyrophosphate synthetase 1 

[ Homo sapiens (human) ] 

Also known as: ARTS; DFN2; PRSI; 

CMTX5; DFNX1; PRS-I; PPRibP 

Summary: 
PRPS1 is an enzyme that catalyzes 
the phosphoribosylation of ribose 5-
phosphate to 5-phosphoribosyl-1-
pyrophosphate, which is necessary 
for purine metabolism and 
nucleotide biosynthesis. Defects in 
PRPS1 are a cause of 
phosphoribosylpyrophosphate 
synthetase superactivity, Charcot-
Marie-Tooth disease X-linked 
recessive type 5 and Arts Syndrome. 
Alternatively spliced transcripts 
encoding different proteins have 
been described.  
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> RDC3356 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgccgaata tcaaaatctt cagcggcagc tcccaccagg acttatctca 

  501  gaaaattgct gaccgcctgg gcctggagct aggcaaggtg gtgactaaga aattcagcaa ccaggagacc tgtgtggaaa ttggtgaaag tgtacgtgga 

  601  gaggatgtct acattgttca gagtggttgt ggcgaaatca atgacaattt aatggagctt ttgatcatga ttaatgcctg caagattgct tcagccagcc 

  701  gggttactgc agtcatccca tgcttccctt atgcccggca ggataagaaa gataagagcc gggcgccaat ctcagccaag cttgttgcaa atatgctatc 

  801  tgtagcaggt gcagatcata ttatcaccat ggacctacat gcttctcaaa ttcagggctt ttttgatatc ccagtagaca atttgtatgc agagccggct 

  901  gtcctaaagt ggataaggga gaatatctct gagtggagga actgcactat tgtctcacct gatgctggtg gagctaagag agtgacctcc attgcagaca 

 1001  ggctgaatgt ggactttgcc ttgattcaca aagaacggaa gaaggccaat gaagtggacc gcatggtgct tgtgggagat gtgaaggatc gggtggccat 

 1101  ccttgtggat gacatggctg acacttgtgg cacaatctgc catgcagctg acaaacttct ctcagctggc gccaccagag tttatgccat cttgactcat 

 1201  ggaatcttct ccggtcctgc tatttctcgc atcaacaacg catgctttga ggcagtagta gtcaccaata ccatacctca ggaggacaag atgaagcatt 

 1301  gctccaaaat acaggtgatt gacatctcta tgatccttgc agaagccatc aggagaactc acaatggaga atccgtttct tacctattca gccatgtccc 

 1401  tttataaagg cgcgccagta tactctagag tcgacacccg gggaattcct cgagcgctcg tctctagctt ggcgtaatca tggtcatagc tgtttcctgt 

 1501  gtgaaattgt tatccgctca caattccaca caacatacga gccggaagca taaagtgtaa agcctggggt gcctaatgag tgagctaact cacattaatt 

 1601  gcgttgcgct cactgcccgc tttccagtcg ggaaacctgt cgtgccagct gcattaatga atcggccaac gcgcggggag aggcggtttg cgtattgggc 

 1701  gctcttccgc ttcctcgctc actgactcgc tgcgctcggt cgttcggctg cggcgagcgg tatcagctca ctcaaaggcg gtaatacggt tatccacaga 

 1801  atcaggggat aacgcaggaa agaacatgtg agcaaaaggc cagcaaaagg ccaggaaccg taaaaaggcc gcgttgctgg cgtttttcca taggctccgc 

 1901  ccccctgacg agcatcacaa aaatcgacgc tcaagtcaga ggtggcgaaa cccgacagga ctataaagat accaggcgtt tccccctgga agctccctcg 

 2001  tgcgctctcc tgttccgacc ctgccgctta ccggatacct gtccgccttt ctcccttcgg gaagcgtggc gctttctcaa tgctcacgct gtaggtatct 

 2101  cagttcggtg taggtcgttc gctccaagct gggctgtgtg cacgaacccc ccgttcagcc cgaccgctgc gccttatccg gtaactatcg tcttgagtcc 

 2201  aacccggtaa gacacgactt atcgccactg gcagcagcca ctggtaacag gattagcaga gcgaggtatg taggcggtgc tacagagttc ttgaagtggt 

 2301  ggcctaacta cggctacact agaaggacag tatttggtat ctgcgctctg ctgaagccag ttaccttcgg aaaaagagtt ggtagctctt gatccggcaa 

 2401  acaaaccacc gctggtagcg gtggtttttt tgtttgcaag cagcagatta cgcgcagaaa aaaaggatct caagaagatc ctttgatctt ttctacgggg 

 2501  tctgacgctc agtggaacga aaactcacgt taagggattt tggtcatgag attatcaaaa aggatcttca cctagatcct tttaaattaa aaatgaagtt 

 2601  ttaaatcaat ctaaagtata tatgagtaaa cttggtctga cagttaccaa tgcttaatca gtgaggcacc tatctcagcg atctgtctat ttcgttcatc 

 2701  catagttgcc tgactccccg tcgtgtagat aactacgata cgggagggct taccatctgg ccccagtgct gcaatgatac cgcgagaccc acgctcaccg 

 2801  gctccagatt tatcagcaat aaaccagcca gccggaaggg ccgagcgcag aagtggtcct gcaactttat ccgcctccat ccagtctatt aattgttgcc 

 2901  gggaagctag agtaagtagt tcgccagtta atagtttgcg caacgttgtt gccattgcta caggcatcgt ggtgtcacgc tcgtcgtttg gtatggcttc 

 3001  attcagctcc ggttcccaac gatcaaggcg agttacatga tcccccatgt tgtgcaaaaa agcggttagc tccttcggtc ctccgatcgt tgtcagaagt 

 3101  aagttggccg cagtgttatc actcatggtt atggcagcac tgcataattc tcttactgtc atgccatccg taagatgctt ttctgtgact ggtgagtact 

 3201  caaccaagtc attctgagaa tagtgtatgc ggcgaccgag ttgctcttgc ccggcgtcaa tacgggataa taccgcgcca catagcagaa ctttaaaagt 

 3301  gctcatcatt ggaaaacgtt cttcggggcg aaaactctca aggatcttac cgctgttgag atccagttcg atgtaaccca ctcgtgcacc caactgatct 

 3401  tcagcatctt ttactttcac cagcgtttct gggtgagcaa aaacaggaag gcaaaatgcc gcaaaaaagg gaataagggc gacacggaaa tgttgaatac 

 3501  tcatactctt cctttttcaa tattattgaa gcatttatca gggttattgt ctcatgagcg gatacatatt tgaatgtatt tagaaaaata aacaaatagg 

 3601  ggttccgcgc acatttcccc gaaaagtgcc acctgacgtc taagaaacca ttattatcat gacattaacc tataaaaata ggcgtatcac gaggcccttt 

 3701  cgtc 

 

 

 

> RDC3356 Translated Insert Sequence 
   1  mpnikifsgs shqdlsqkia drlglelgkv vtkkfsnqet cveigesvrg edvyivqsgc geindnlmel liminackia sasrvtavip cfpyarqdkk 

 101  dksrapisak lvanmlsvag adhiitmdlh asqiqgffdi pvdnlyaepa vlkwirenis ewrnctivsp daggakrvts iadrlnvdfa lihkerkkan 

 201  evdrmvlvgd vkdrvailvd dmadtcgtic haadkllsag atrvyailth gifsgpaisr innacfeavv vtntipqedk mkhcskiqvi dismilaeai 

 301  rrthngesvs ylfshvpl 

 

 


