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 hHLA-E VersaClone cDNA  
Catalog Number: RDC3314 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

   

 

 

 
 

RDC3314

3824 bps

NdeI

BstXI

BmgBI
HpaI
HindIII
BamHI
EcoRV
BmtI
NheI
NotI
NcoI

NsiI

PpuMI
BglII

BbsI

Bsu36I

StuI
SbfI

BsgI
NaeI
NgoMIV
XcmI

Bpu10I

AscI
BssHII
Bst1107I
XbaI
SalI
SmaI
XmaI
ApoI
EcoRI
PspXI
XhoI
Eco47III

PciI

AlwNI

AhdI

NmeAIII

TsoI

ScaI

SspI
AatII
ZraI

hHLA-E (1-358)

COLE1

AMP

Gene:  hHLA-E 

Accession: NP_005507.3 

Insert size: 1090bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hHLA-E cDNA Plasmid 

HLA-E major histocompatibility 

complex, class I, E [ Homo 

sapiens (human) ] 

Also known as: QA1; HLA-6.2 

Summary: 
HLA-E belongs to the HLA class I 
heavy chain paralogues. This class I 
molecule is a heterodimer consisting 
of a heavy chain and a light chain 
(beta-2 microglobulin). The heavy 
chain is anchored in the membrane. 
HLA-E binds a restricted subset of 
peptides derived from the leader 
peptides of other class I molecules.  
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3314 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggtagatg gaaccctcct tttactcctc tcggaggccc tggcccttac 

  501  ccagacctgg gcgggctccc actccttgaa gtatttccac acttccgtgt cccggcccgg ccgcggggag ccccgcttca tctctgtggg ctacgtggac 

  601  gacacccagt tcgtgcgctt cgacaacgac gccgcgagtc cgaggatggt gccgcgggcg ccgtggatgg agcaggaggg gtcagagtat tgggaccggg 

  701  agacacggag cgccagggac accgcacaga ttttccgagt gaacctgcgg acgctgcgcg gctactacaa tcagagcgag gccgggtctc acaccctgca 

  801  gtggatgcat ggctgcgagc tggggcccga cggtcgcttc ctccgcgggt atgaacagtt cgcctacgac ggcaaggatt atctcaccct gaatgaggac 

  901  ctgcgctcct ggaccgcggt ggacacggcg gctcagatct ccgagcaaaa gtcaaatgat gcctctgagg cggagcacca gagagcctac ctggaagaca 

 1001  catgcgtgga gtggctccac aaatacctgg agaaggggaa ggagacgctg cttcacctgg agcccccaaa gacacacgtg actcaccacc ccatctctga 

 1101  ccatgaggcc accctgaggt gctgggccct gggcttctac cctgcggaga tcacactgac ctggcagcag gatggggagg gccataccca ggacacggag 

 1201  ctcgtggaga ccaggcctgc aggggatgga accttccaga agtgggcagc tgtggtggtg ccttctggag aggagcagag atacacgtgc catgtgcagc 

 1301  atgaggggct acccgagccc gtcaccctga gatggaagcc ggcttcccag cccaccatcc ccatcgtggg catcattgct ggcctggttc tccttggatc 

 1401  tgtggtctct ggagctgtgg ttgctgctgt gatatggagg aagaagagct caggtggaaa aggagggagc tactctaagg ctgagtggag cgacagtgcc 

 1501  caggggtctg agtctcacag cttgtaaagg cgcgccagta tactctagag tcgacacccg gggaattcct cgagcgctcg tctctagctt ggcgtaatca 

 1601  tggtcatagc tgtttcctgt gtgaaattgt tatccgctca caattccaca caacatacga gccggaagca taaagtgtaa agcctggggt gcctaatgag 

 1701  tgagctaact cacattaatt gcgttgcgct cactgcccgc tttccagtcg ggaaacctgt cgtgccagct gcattaatga atcggccaac gcgcggggag 

 1801  aggcggtttg cgtattgggc gctcttccgc ttcctcgctc actgactcgc tgcgctcggt cgttcggctg cggcgagcgg tatcagctca ctcaaaggcg 

 1901  gtaatacggt tatccacaga atcaggggat aacgcaggaa agaacatgtg agcaaaaggc cagcaaaagg ccaggaaccg taaaaaggcc gcgttgctgg 

 2001  cgtttttcca taggctccgc ccccctgacg agcatcacaa aaatcgacgc tcaagtcaga ggtggcgaaa cccgacagga ctataaagat accaggcgtt 

 2101  tccccctgga agctccctcg tgcgctctcc tgttccgacc ctgccgctta ccggatacct gtccgccttt ctcccttcgg gaagcgtggc gctttctcaa 

 2201  tgctcacgct gtaggtatct cagttcggtg taggtcgttc gctccaagct gggctgtgtg cacgaacccc ccgttcagcc cgaccgctgc gccttatccg 

 2301  gtaactatcg tcttgagtcc aacccggtaa gacacgactt atcgccactg gcagcagcca ctggtaacag gattagcaga gcgaggtatg taggcggtgc 

 2401  tacagagttc ttgaagtggt ggcctaacta cggctacact agaaggacag tatttggtat ctgcgctctg ctgaagccag ttaccttcgg aaaaagagtt 

 2501  ggtagctctt gatccggcaa acaaaccacc gctggtagcg gtggtttttt tgtttgcaag cagcagatta cgcgcagaaa aaaaggatct caagaagatc 

 2601  ctttgatctt ttctacgggg tctgacgctc agtggaacga aaactcacgt taagggattt tggtcatgag attatcaaaa aggatcttca cctagatcct 

 2701  tttaaattaa aaatgaagtt ttaaatcaat ctaaagtata tatgagtaaa cttggtctga cagttaccaa tgcttaatca gtgaggcacc tatctcagcg 

 2801  atctgtctat ttcgttcatc catagttgcc tgactccccg tcgtgtagat aactacgata cgggagggct taccatctgg ccccagtgct gcaatgatac 

 2901  cgcgagaccc acgctcaccg gctccagatt tatcagcaat aaaccagcca gccggaaggg ccgagcgcag aagtggtcct gcaactttat ccgcctccat 

 3001  ccagtctatt aattgttgcc gggaagctag agtaagtagt tcgccagtta atagtttgcg caacgttgtt gccattgcta caggcatcgt ggtgtcacgc 

 3101  tcgtcgtttg gtatggcttc attcagctcc ggttcccaac gatcaaggcg agttacatga tcccccatgt tgtgcaaaaa agcggttagc tccttcggtc 

 3201  ctccgatcgt tgtcagaagt aagttggccg cagtgttatc actcatggtt atggcagcac tgcataattc tcttactgtc atgccatccg taagatgctt 

 3301  ttctgtgact ggtgagtact caaccaagtc attctgagaa tagtgtatgc ggcgaccgag ttgctcttgc ccggcgtcaa tacgggataa taccgcgcca 

 3401  catagcagaa ctttaaaagt gctcatcatt ggaaaacgtt cttcggggcg aaaactctca aggatcttac cgctgttgag atccagttcg atgtaaccca 

 3501  ctcgtgcacc caactgatct tcagcatctt ttactttcac cagcgtttct gggtgagcaa aaacaggaag gcaaaatgcc gcaaaaaagg gaataagggc 

 3601  gacacggaaa tgttgaatac tcatactctt cctttttcaa tattattgaa gcatttatca gggttattgt ctcatgagcg gatacatatt tgaatgtatt 

 3701  tagaaaaata aacaaatagg ggttccgcgc acatttcccc gaaaagtgcc acctgacgtc taagaaacca ttattatcat gacattaacc tataaaaata 

 3801  ggcgtatcac gaggcccttt cgtc 

 

 

 

> RDC3314 Translated Insert Sequence 
   1  mvdgtlllll sealaltqtw agshslkyfh tsvsrpgrge prfisvgyvd dtqfvrfdnd aasprmvpra pwmeqegsey wdretrsard taqifrvnlr 

 101  tlrgyynqse agshtlqwmh gcelgpdgrf lrgyeqfayd gkdyltlned lrswtavdta aqiseqksnd aseaehqray ledtcvewlh kylekgketl 

 201  lhleppkthv thhpisdhea tlrcwalgfy paeitltwqq dgeghtqdte lvetrpagdg tfqkwaavvv psgeeqrytc hvqheglpep vtlrwkpasq 

 301  ptipivgiia glvllgsvvs gavvaaviwr kkssggkggs yskaewsdsa qgseshsl 

 

 


