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 hDSPG3 VersaClone cDNA  
Catalog Number: RDC3293 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

   

 

 

 
 

RDC3293

3716 bps

PfoI
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NdeI
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BstXI

BmgBI
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HindIII
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BmtI
NheI
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EagI

BsmFI

BsrGI
Eco53kI
SacI

NsiI
BsmI

BsaBI
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BssHII
BstZ17I
SalI
SmaI
XmaI

PspXI
XhoI
Eco47III

BseYI
GsaI

AlwNI

AhdI

BsaI
BsrFI

NmeAIII

ScaI

SspI
AatII
ZraI

EcoO109I

hDSPG-3 (1-322)

COLE1

AMP

Gene:  hEPYC 

Accession: NP_004941.2 

Insert size: 982bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hDSPG3 cDNA 
Plasmid 

EPYC epiphycan [ Homo sapiens 

(human) ] 

Also known as: PGLB; DSPG3; Pg-

Lb; SLRR3B 

Summary:  
DSPG3/Epiphycan is a member of 
the small leucine-rich repeat 
proteoglycan family. It regulates 
fibrillogenesis by interacting with 
collagen fibrils and other 
extracellular matrix proteins. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3293 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgaagacat tagcaggact tgttctggga cttgtcatct ttgatgctgc 

  501  tgtgactgcc ccaactctag agtccatcaa ctatgactca gaaacctatg atgccacctt agaagacctg gataatttgt acaactatga aaacatacct 

  601  gttgataaag ttgagattga aatagccaca gtgatgcctt cagggaacag agagctcctc actccacccc cacagcctga gaaggcccag gaagaggaag 

  701  aggaggagga atctactccc aggctgattg atggctcttc tccccaggag cctgaattca caggggttct ggggccacac acaaatgaag actttccaac 

  801  ctgtcttttg tgtacttgta taagtaccac cgtgtactgt gatgaccatg aacttgatgc tattcctccg ctgccaaaga acaccgctta tttctattcc 

  901  cgctttaaca gaattaaaaa gatcaacaaa aatgactttg caagcctaag tgatttaaaa aggattgatc tgacatcaaa tttaatatct gagattgatg 

 1001  aagatgcatt ccgaaaactg cctcaacttc gagagcttgt cctgcgtgac aacaaaataa ggcagctccc agaattgcca accactttga catttattga 

 1101  tattagcaac aatagacttg gaaggaaagg gataaagcaa gaagcattta aagacatgta tgatctccat catctgtacc tcactgataa caacttggac 

 1201  cacatccctc tgccactccc agaaaatcta cgagcccttc acctccagaa taacaacatt ctggaaatgc acgaagatac gttctgcaat gttaaaaatt 

 1301  tgacttatat tcgtaaggca ctagaggaca ttcgattgga tggaaaccct attaatctca gcaaaactcc tcaagcatac atgtgtctac ctcgtctgcc 

 1401  tgttgggagc cttgtctaaa ggcgcgccag tatactctag agtcgacacc cggggaattc ctcgagcgct cgtctctagc ttggcgtaat catggtcata 

 1501  gctgtttcct gtgtgaaatt gttatccgct cacaattcca cacaacatac gagccggaag cataaagtgt aaagcctggg gtgcctaatg agtgagctaa 

 1601  ctcacattaa ttgcgttgcg ctcactgccc gctttccagt cgggaaacct gtcgtgccag ctgcattaat gaatcggcca acgcgcgggg agaggcggtt 

 1701  tgcgtattgg gcgctcttcc gcttcctcgc tcactgactc gctgcgctcg gtcgttcggc tgcggcgagc ggtatcagct cactcaaagg cggtaatacg 

 1801  gttatccaca gaatcagggg ataacgcagg aaagaacatg tgagcaaaag gccagcaaaa ggccaggaac cgtaaaaagg ccgcgttgct ggcgtttttc 

 1901  cataggctcc gcccccctga cgagcatcac aaaaatcgac gctcaagtca gaggtggcga aacccgacag gactataaag ataccaggcg tttccccctg 

 2001  gaagctccct cgtgcgctct cctgttccga ccctgccgct taccggatac ctgtccgcct ttctcccttc gggaagcgtg gcgctttctc aatgctcacg 

 2101  ctgtaggtat ctcagttcgg tgtaggtcgt tcgctccaag ctgggctgtg tgcacgaacc ccccgttcag cccgaccgct gcgccttatc cggtaactat 

 2201  cgtcttgagt ccaacccggt aagacacgac ttatcgccac tggcagcagc cactggtaac aggattagca gagcgaggta tgtaggcggt gctacagagt 

 2301  tcttgaagtg gtggcctaac tacggctaca ctagaaggac agtatttggt atctgcgctc tgctgaagcc agttaccttc ggaaaaagag ttggtagctc 

 2401  ttgatccggc aaacaaacca ccgctggtag cggtggtttt tttgtttgca agcagcagat tacgcgcaga aaaaaaggat ctcaagaaga tcctttgatc 

 2501  ttttctacgg ggtctgacgc tcagtggaac gaaaactcac gttaagggat tttggtcatg agattatcaa aaaggatctt cacctagatc cttttaaatt 

 2601  aaaaatgaag ttttaaatca atctaaagta tatatgagta aacttggtct gacagttacc aatgcttaat cagtgaggca cctatctcag cgatctgtct 

 2701  atttcgttca tccatagttg cctgactccc cgtcgtgtag ataactacga tacgggaggg cttaccatct ggccccagtg ctgcaatgat accgcgagac 

 2801  ccacgctcac cggctccaga tttatcagca ataaaccagc cagccggaag ggccgagcgc agaagtggtc ctgcaacttt atccgcctcc atccagtcta 

 2901  ttaattgttg ccgggaagct agagtaagta gttcgccagt taatagtttg cgcaacgttg ttgccattgc tacaggcatc gtggtgtcac gctcgtcgtt 

 3001  tggtatggct tcattcagct ccggttccca acgatcaagg cgagttacat gatcccccat gttgtgcaaa aaagcggtta gctccttcgg tcctccgatc 

 3101  gttgtcagaa gtaagttggc cgcagtgtta tcactcatgg ttatggcagc actgcataat tctcttactg tcatgccatc cgtaagatgc ttttctgtga 

 3201  ctggtgagta ctcaaccaag tcattctgag aatagtgtat gcggcgaccg agttgctctt gcccggcgtc aatacgggat aataccgcgc cacatagcag 

 3301  aactttaaaa gtgctcatca ttggaaaacg ttcttcgggg cgaaaactct caaggatctt accgctgttg agatccagtt cgatgtaacc cactcgtgca 

 3401  cccaactgat cttcagcatc ttttactttc accagcgttt ctgggtgagc aaaaacagga aggcaaaatg ccgcaaaaaa gggaataagg gcgacacgga 

 3501  aatgttgaat actcatactc ttcctttttc aatattattg aagcatttat cagggttatt gtctcatgag cggatacata tttgaatgta tttagaaaaa 

 3601  taaacaaata ggggttccgc gcacatttcc ccgaaaagtg ccacctgacg tctaagaaac cattattatc atgacattaa cctataaaaa taggcgtatc 

 3701  acgaggccct ttcgtc 

 

 

 

> RDC3293 Translated Insert Sequence 
   1  mktlaglvlg lvifdaavta ptlesinyds etydatledl dnlynyenip vdkveieiat vmpsgnrell tpppqpekaq eeeeeeestp rlidgsspqe 

 101  peftgvlgph tnedfptcll ctcisttvyc ddheldaipp lpkntayfys rfnrikkink ndfaslsdlk ridltsnlis eidedafrkl pqlrelvlrd 

 201  nkirqlpelp ttltfidisn nrlgrkgikq eafkdmydlh hlyltdnnld hiplplpenl ralhlqnnni lemhedtfcn vknltyirka ledirldgnp 

 301  inlsktpqay mclprlpvgs lv 

 

 


