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 hTGM5 VersaClone cDNA  
Catalog Number: RDC3215 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3215

4909 bps

BstAPI BmgBI
HpaI
EcoRV
BmtI
NheI
NotI

BanII
Eco53kI
SacI

PflMI
AleI
Acc65I
KpnI

Bsu36I

BsmI

PstI

PpuMI

BsaBI
PasI

PsiI
AscI

BssHII
BstZ17I

XbaI
SalI

SmaI
XmaI

EcoRI
PspXI
XhoI

Eco47III

SapI

BsrFI
NmeAIII

ScaI

SspI
AatII
ZraI

hTGM5 (1-720)
COLE1

AMP

Gene:  hTGM5 

Accession: AAI19010.1 

Insert size: 2175bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hTGM5 cDNA Plasmid 

TGM5 transglutaminase 5 

[ Homo sapiens (human) ] 

Also known as: TGX; PSS2; TGM6; 

TGMX; TGASE5; TGASEX 

Summary: 
TGM5 is a member of the 
transglutaminase family. It catalyzes 
formation of protein cross-links 
between glutamine and lysine 
residues, often resulting in 
stabilization of protein assemblies. 
This reaction is calcium dependent. 
Mutations in TGM5 have been 
associated with acral peeling skin 
syndrome. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3215 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggcccaag ggctagaagt ggccctcaca gacctccaga gctccagaaa 

  501  taatgtgcgg caccacacgg aggagatcac tgtggaccac ctgcttgttc gccggggcca ggccttcaac ctcaccctgt acttcaggaa ccggagcttc 

  601  cagccaggcc tggacaacat catcttcgtg gttgaaactg gaccgctgcc agacctggcc ttggggactc gggctgtgtt cagcctggca cgccatcaca 

  701  gccccagccc ctggattgcc tggctggaga ccaatggggc cacctccaca gaggtgagct tgtgcgctcc tcccacggcg gccgtgggtc ggtacctctt 

  801  gaaaatccac atcgactcct tccaggggtc tgtgacggcc taccagctag gggagttcat cctgcttttc aatccctggt gcccagagga tgctgtctac 

  901  ttggacagtg aaccccagag gcaggagtat gtcatgaatg attatggctt catctaccaa ggcagcaaga actggatccg cccatgtccc tggaactatg 

 1001  gacagtttga agacaaaatc atagacatct gcctgaagct gctagacaag agcctgcact tccagactga cccagccaca gactgtgctc tgcggggaag 

 1101  ccccgtctac gtcagcagag tggtgtgtgc catgatcaac agcaatgatg ataatggggt gctcaatgga aactggagtg agaattacac agacggcgcc 

 1201  aaccctgcgg agtggacggg cagcgtggcc atcctgaagc agtggaacgc cacaggctgc cagcccgtgc gctacgggca atgctgggtc tttgctgccg 

 1301  tcatgtgcac agtgatgagg tgtctgggga tccctacccg tgtgatcacc aacttcgact ctggccacga tacagatgga aacctgatca tagatgagta 

 1401  ttatgacaac acaggcagga ttttggggaa taagaagaag gatactatct ggaacttcca tgtctggaat gagtgctgga tggcccggaa ggatctgccc 

 1501  cctgcatatg gaggctggca ggtgctggac gccacacctc aggagatgag caacggcgtc tactgctgtg gccctgcctc tgtcagagcc atcaaagaag 

 1601  gagaagtgga cctgaactat gacacgccct ttgtgttttc gatggtgaat gctgactgca tgtcctggct cgtccaggga gggaaggagc agaagcttca 

 1701  ccaggacacg agttctgttg gcaattttat cagcacaaag agcatccaga gtgacgagcg ggatgacatc acagagaact acaagtatga agaaggatcc 

 1801  ctccaggaga ggcaggtgtt tctgaaggct ctgcagaagc tgaaggctag aagcttccat ggctcccaaa gaggagcaga gttgcaacct tccaggccca 

 1901  catcactgag ccaggacagc cctcggagcc tgcatacacc ttcccttcga cccagtgatg tggtgcaagt ctccctgaaa ttcaagctgc tcgacccgcc 

 2001  caacatgggc caggatatat gctttgtcct gctggccctc aacatgtcct cccagttcaa ggacctcaaa gtgaacctga gtgcccagtc tctgctgcac 

 2101  gatggcagcc ccctgtcccc attctggcag gacacagcgt tcatcacact ctctcctaaa gaagcaaaga cctacccctg caaaatctcc tattcccagt 

 2201  acagccagta cctgtcaaca gacaagctga tccgcatcag tgccctgggt gaagagaaaa gcagtcctga gaaaatcctg gtgaacaaga tcatcacctt 

 2301  atcttatcca agcatcacga ttaatgttct aggagcagcc gttgtgaacc agccactctc catacaggtg atattttcaa accccctctc ggagcaggtt 

 2401  gaggactgtg tgctgactgt ggaaggaagt ggcctcttca agaaacagca gaaagtcttc cttggagtcc tcaaacccca acaccaagca agcatcattc 

 2501  tggagaccgt ccccttcaag agtggacaaa ggcagatcca agctaatatg agaagcaaca agtttaagga cattaagggt tacaggaatg tttatgtaga 

 2601  ctttgcatta taaggcgcgc cagtatactc tagagtcgac acccggggaa ttcctcgagc gctcgtctct agcttggcgt aatcatggtc atagctgttt 

 2701  cctgtgtgaa attgttatcc gctcacaatt ccacacaaca tacgagccgg aagcataaag tgtaaagcct ggggtgccta atgagtgagc taactcacat 

 2801  taattgcgtt gcgctcactg cccgctttcc agtcgggaaa cctgtcgtgc cagctgcatt aatgaatcgg ccaacgcgcg gggagaggcg gtttgcgtat 

 2901  tgggcgctct tccgcttcct cgctcactga ctcgctgcgc tcggtcgttc ggctgcggcg agcggtatca gctcactcaa aggcggtaat acggttatcc 

 3001  acagaatcag gggataacgc aggaaagaac atgtgagcaa aaggccagca aaaggccagg aaccgtaaaa aggccgcgtt gctggcgttt ttccataggc 

 3101  tccgcccccc tgacgagcat cacaaaaatc gacgctcaag tcagaggtgg cgaaacccga caggactata aagataccag gcgtttcccc ctggaagctc 

 3201  cctcgtgcgc tctcctgttc cgaccctgcc gcttaccgga tacctgtccg cctttctccc ttcgggaagc gtggcgcttt ctcaatgctc acgctgtagg 

 3301  tatctcagtt cggtgtaggt cgttcgctcc aagctgggct gtgtgcacga accccccgtt cagcccgacc gctgcgcctt atccggtaac tatcgtcttg 

 3401  agtccaaccc ggtaagacac gacttatcgc cactggcagc agccactggt aacaggatta gcagagcgag gtatgtaggc ggtgctacag agttcttgaa 

 3501  gtggtggcct aactacggct acactagaag gacagtattt ggtatctgcg ctctgctgaa gccagttacc ttcggaaaaa gagttggtag ctcttgatcc 

 3601  ggcaaacaaa ccaccgctgg tagcggtggt ttttttgttt gcaagcagca gattacgcgc agaaaaaaag gatctcaaga agatcctttg atcttttcta 

 3701  cggggtctga cgctcagtgg aacgaaaact cacgttaagg gattttggtc atgagattat caaaaaggat cttcacctag atccttttaa attaaaaatg 

 3801  aagttttaaa tcaatctaaa gtatatatga gtaaacttgg tctgacagtt accaatgctt aatcagtgag gcacctatct cagcgatctg tctatttcgt 

 3901  tcatccatag ttgcctgact ccccgtcgtg tagataacta cgatacggga gggcttacca tctggcccca gtgctgcaat gataccgcga gacccacgct 

 4001  caccggctcc agatttatca gcaataaacc agccagccgg aagggccgag cgcagaagtg gtcctgcaac tttatccgcc tccatccagt ctattaattg 

 4101  ttgccgggaa gctagagtaa gtagttcgcc agttaatagt ttgcgcaacg ttgttgccat tgctacaggc atcgtggtgt cacgctcgtc gtttggtatg 

 4201  gcttcattca gctccggttc ccaacgatca aggcgagtta catgatcccc catgttgtgc aaaaaagcgg ttagctcctt cggtcctccg atcgttgtca 

 4301  gaagtaagtt ggccgcagtg ttatcactca tggttatggc agcactgcat aattctctta ctgtcatgcc atccgtaaga tgcttttctg tgactggtga 

 4401  gtactcaacc aagtcattct gagaatagtg tatgcggcga ccgagttgct cttgcccggc gtcaatacgg gataataccg cgccacatag cagaacttta 

 4501  aaagtgctca tcattggaaa acgttcttcg gggcgaaaac tctcaaggat cttaccgctg ttgagatcca gttcgatgta acccactcgt gcacccaact 

 4601  gatcttcagc atcttttact ttcaccagcg tttctgggtg agcaaaaaca ggaaggcaaa atgccgcaaa aaagggaata agggcgacac ggaaatgttg 

 4701  aatactcata ctcttccttt ttcaatatta ttgaagcatt tatcagggtt attgtctcat gagcggatac atatttgaat gtatttagaa aaataaacaa 

 4801  ataggggttc cgcgcacatt tccccgaaaa gtgccacctg acgtctaaga aaccattatt atcatgacat taacctataa aaataggcgt atcacgaggc 

 4901  cctttcgtc 

 

 

 

> RDC3215 Translated Insert Sequence 
   1  maqglevalt dlqssrnnvr hhteeitvdh llvrrgqafn ltlyfrnrsf qpgldniifv vetgplpdla lgtravfsla rhhspspwia wletngatst 

 101  evslcappta avgryllkih idsfqgsvta yqlgefillf npwcpedavy ldsepqrqey vmndygfiyq gsknwirpcp wnygqfedki idiclklldk 

 201  slhfqtdpat dcalrgspvy vsrvvcamin snddngvlng nwsenytdga npaewtgsva ilkqwnatgc qpvrygqcwv faavmctvmr clgiptrvit 

 301  nfdsghdtdg nliideyydn tgrilgnkkk dtiwnfhvwn ecwmarkdlp payggwqvld atpqemsngv yccgpasvra ikegevdlny dtpfvfsmvn 

 401  adcmswlvqg gkeqklhqdt ssvgnfistk siqsderddi tenykyeegs lqerqvflka lqklkarsfh gsqrgaelqp srptslsqds prslhtpslr 

 501  psdvvqvslk fklldppnmg qdicfvllal nmssqfkdlk vnlsaqsllh dgsplspfwq dtafitlspk eaktypckis ysqysqylst dklirisalg 

 601  eeksspekil vnkiitlsyp sitinvlgaa vvnqplsiqv ifsnplseqv edcvltvegs glfkkqqkvf lgvlkpqhqa siiletvpfk sgqrqiqanm 

 701  rsnkfkdikg yrnvyvdfal 

 


