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 hTGM2 VersaClone cDNA  
Catalog Number: RDC3203 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3203

4811 bps

BstAPI
NdeI

KasI
HpaI
HindIII
BmtI
NheI
NotI
NcoI

AleI

BsaAI

Tth111I

BsaBI
FseI

AscI
BssHII

BstZ17I
SalI

SmaI
XmaI

EcoRI
PspXI
XhoI

Eco47III
PciI

SspI

hTGM2 (1-687)

COLE1

AMP

Gene:  hTGM2 

Accession: NP_004604.2 

Insert size: 2077bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hTGM2 cDNA Plasmid 

TGM2 transglutaminase 2 

[ Homo sapiens (human) ]  

Also known as: TGC; TG(C) 

Summary: 
TGM2 belongs to the family of 
transglutaminases that catalyze the 
posttranslational modification of 
proteins via calcium dependent 
cross-linking reactions. In addition 
to its function in protein cross-
linking, TGM2 is also capable of 
hydrolyzing both GTP and ATP and 
has intrinsic kinase activity. TGM2 
has been implicated in a variety of 
human diseases including celiac 
disease, inclusion body myositis, 
atherosclerosis, and 
neurodegenerative diseases. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3203 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggccgagg agctggtctt agagaggtgt gatctggagc tggagaccaa 

  501  tggccgagac caccacacgg ccgacctgtg ccgggagaag ctggtggtgc gacggggcca gcccttctgg ttgaccctgc actttgaggg ccgcaactac 

  601  gaggccagtg tagacagtct caccttcagt gtcgtgaccg gcccagcccc tagccaggag gccgggacca aggcccgttt tccactaaga gatgctgtgg 

  701  aggagggtga ctggacagcc accgtggtgg accagcaaga ctgcaccctc tcgctgcagc tcaccacccc ggccaacgcc cccatcggcc tgtatcgcct 

  801  cagcctggag gcctccactg gctaccaggg atccagcttt gtgctgggcc acttcatttt gctcttcaac gcctggtgcc cagcggatgc tgtgtacctg 

  901  gactcggaag aggagcggca ggagtatgtc ctcacccagc agggctttat ctaccagggc tcggccaagt tcatcaagaa cataccttgg aattttgggc 

 1001  agtttgaaga tgggatccta gacatctgcc tgatccttct agatgtcaac cccaagttcc tgaagaacgc cggccgtgac tgctcccgcc gcagcagccc 

 1101  cgtctacgtg ggccgggtgg tgagtggcat ggtcaactgc aacgatgacc agggtgtgct gctgggacgc tgggacaaca actacgggga cggcgtcagc 

 1201  cccatgtcct ggatcggcag cgtggacatc ctgcggcgct ggaagaacca cggctgccag cgcgtcaagt atggccagtg ctgggtcttc gccgccgtgg 

 1301  cctgcacagt gctgaggtgc ctgggcatcc ctacccgcgt cgtgaccaac tacaactcgg cccatgacca gaacagcaac cttctcatcg agtacttccg 

 1401  caatgagttt ggggagatcc agggtgacaa gagcgagatg atctggaact tccactgctg ggtggagtcg tggatgacca ggccggacct gcagccgggg 

 1501  tacgagggct ggcaggccct ggacccaacg ccccaggaga agagcgaagg gacgtactgc tgtggcccag ttccagttcg tgccatcaag gagggcgacc 

 1601  tgagcaccaa gtacgatgcg ccctttgtct ttgcggaggt caatgccgac gtggtagact ggatccagca ggacgatggg tctgtgcaca aatccatcaa 

 1701  ccgttccctg atcgttgggc tgaagatcag cactaagagc gtgggccgag acgagcggga ggatatcacc cacacctaca aatacccaga ggggtcctca 

 1801  gaggagaggg aggccttcac aagggcgaac cacctgaaca aactggccga gaaggaggag acagggatgg ccatgcggat ccgtgtgggc cagagcatga 

 1901  acatgggcag tgactttgac gtctttgccc acatcaccaa caacaccgct gaggagtacg tctgccgcct cctgctctgt gcccgcaccg tcagctacaa 

 2001  tgggatcttg gggcccgagt gtggcaccaa gtacctgctc aacctcaacc tggagccttt ctctgagaag agcgttcctc tttgcatcct ctatgagaaa 

 2101  taccgtgact gccttacgga gtccaacctc atcaaggtgc gggccctcct cgtggagcca gttatcaaca gctacctgct ggctgagagg gacctctacc 

 2201  tggagaatcc agaaatcaag atccggatcc ttggggagcc caagcagaaa cgcaagctgg tggctgaggt gtccctgcag aacccgctcc ctgtggccct 

 2301  ggaaggctgc accttcactg tggagggggc cggcctgact gaggagcaga agacggtgga gatcccagac cccgtggagg caggggagga agttaaggtg 

 2401  agaatggacc tgctgccgct ccacatgggc ctccacaagc tggtggtgaa cttcgagagc gacaagctga aggctgtgaa gggcttccgg aatgtcatca 

 2501  ttggccccgc ctaaaggcgc gccagtatac tctagagtcg acacccgggg aattcctcga gcgctcgtct ctagcttggc gtaatcatgg tcatagctgt 

 2601  ttcctgtgtg aaattgttat ccgctcacaa ttccacacaa catacgagcc ggaagcataa agtgtaaagc ctggggtgcc taatgagtga gctaactcac 

 2701  attaattgcg ttgcgctcac tgcccgcttt ccagtcggga aacctgtcgt gccagctgca ttaatgaatc ggccaacgcg cggggagagg cggtttgcgt 

 2801  attgggcgct cttccgcttc ctcgctcact gactcgctgc gctcggtcgt tcggctgcgg cgagcggtat cagctcactc aaaggcggta atacggttat 

 2901  ccacagaatc aggggataac gcaggaaaga acatgtgagc aaaaggccag caaaaggcca ggaaccgtaa aaaggccgcg ttgctggcgt ttttccatag 

 3001  gctccgcccc cctgacgagc atcacaaaaa tcgacgctca agtcagaggt ggcgaaaccc gacaggacta taaagatacc aggcgtttcc ccctggaagc 

 3101  tccctcgtgc gctctcctgt tccgaccctg ccgcttaccg gatacctgtc cgcctttctc ccttcgggaa gcgtggcgct ttctcaatgc tcacgctgta 

 3201  ggtatctcag ttcggtgtag gtcgttcgct ccaagctggg ctgtgtgcac gaaccccccg ttcagcccga ccgctgcgcc ttatccggta actatcgtct 

 3301  tgagtccaac ccggtaagac acgacttatc gccactggca gcagccactg gtaacaggat tagcagagcg aggtatgtag gcggtgctac agagttcttg 

 3401  aagtggtggc ctaactacgg ctacactaga aggacagtat ttggtatctg cgctctgctg aagccagtta ccttcggaaa aagagttggt agctcttgat 

 3501  ccggcaaaca aaccaccgct ggtagcggtg gtttttttgt ttgcaagcag cagattacgc gcagaaaaaa aggatctcaa gaagatcctt tgatcttttc 

 3601  tacggggtct gacgctcagt ggaacgaaaa ctcacgttaa gggattttgg tcatgagatt atcaaaaagg atcttcacct agatcctttt aaattaaaaa 

 3701  tgaagtttta aatcaatcta aagtatatat gagtaaactt ggtctgacag ttaccaatgc ttaatcagtg aggcacctat ctcagcgatc tgtctatttc 

 3801  gttcatccat agttgcctga ctccccgtcg tgtagataac tacgatacgg gagggcttac catctggccc cagtgctgca atgataccgc gagacccacg 

 3901  ctcaccggct ccagatttat cagcaataaa ccagccagcc ggaagggccg agcgcagaag tggtcctgca actttatccg cctccatcca gtctattaat 

 4001  tgttgccggg aagctagagt aagtagttcg ccagttaata gtttgcgcaa cgttgttgcc attgctacag gcatcgtggt gtcacgctcg tcgtttggta 

 4101  tggcttcatt cagctccggt tcccaacgat caaggcgagt tacatgatcc cccatgttgt gcaaaaaagc ggttagctcc ttcggtcctc cgatcgttgt 

 4201  cagaagtaag ttggccgcag tgttatcact catggttatg gcagcactgc ataattctct tactgtcatg ccatccgtaa gatgcttttc tgtgactggt 

 4301  gagtactcaa ccaagtcatt ctgagaatag tgtatgcggc gaccgagttg ctcttgcccg gcgtcaatac gggataatac cgcgccacat agcagaactt 

 4401  taaaagtgct catcattgga aaacgttctt cggggcgaaa actctcaagg atcttaccgc tgttgagatc cagttcgatg taacccactc gtgcacccaa 

 4501  ctgatcttca gcatctttta ctttcaccag cgtttctggg tgagcaaaaa caggaaggca aaatgccgca aaaaagggaa taagggcgac acggaaatgt 

 4601  tgaatactca tactcttcct ttttcaatat tattgaagca tttatcaggg ttattgtctc atgagcggat acatatttga atgtatttag aaaaataaac 

 4701  aaataggggt tccgcgcaca tttccccgaa aagtgccacc tgacgtctaa gaaaccatta ttatcatgac attaacctat aaaaataggc gtatcacgag 

 4801  gccctttcgt c 

 

 

 

> RDC3203 Translated Insert Sequence 
   1  maeelvlerc dleletngrd hhtadlcrek lvvrrgqpfw ltlhfegrny easvdsltfs vvtgpapsqe agtkarfplr daveegdwta tvvdqqdctl 

 101  slqlttpana piglyrlsle astgyqgssf vlghfillfn awcpadavyl dseeerqeyv ltqqgfiyqg sakfiknipw nfgqfedgil diclilldvn 

 201  pkflknagrd csrrsspvyv grvvsgmvnc nddqgvllgr wdnnygdgvs pmswigsvdi lrrwknhgcq rvkygqcwvf aavactvlrc lgiptrvvtn 

 301  ynsahdqnsn llieyfrnef geiqgdksem iwnfhcwves wmtrpdlqpg yegwqaldpt pqeksegtyc cgpvpvraik egdlstkyda pfvfaevnad 

 401  vvdwiqqddg svhksinrsl ivglkistks vgrderedit htykypegss eereaftran hlnklaekee tgmamrirvg qsmnmgsdfd vfahitnnta 

 501  eeyvcrlllc artvsyngil gpecgtkyll nlnlepfsek svplcilyek yrdcltesnl ikvrallvep vinsyllaer dlylenpeik irilgepkqk 

 601  rklvaevslq nplpvalegc tftvegaglt eeqktveipd pveageevkv rmdllplhmg lhklvvnfes dklkavkgfr nviigpa 

 

 


