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 hPMEL VersaClone cDNA  
Catalog Number: RDC3162 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

   

 

 

 
 

RDC3162

4733 bps

NdeI BmgBI
HpaI
EcoRV
BmtI
NheI
NotI
EagI

BbsI

BalI

AleI

Acc65I
KpnI

MfeI
Bpu10I

PasI
AflII

ClaI
NsiI

BglII
StuI

AscI
BssHII

BstZ17I
XbaI
SalI

SmaI
XmaI
ApoI

EcoRI
PspXI
XhoI

Eco47III

SapI

PciI

AhdI

BsrFI

ScaI

XmnI

SspI
AatII
ZraI

hPMEL (1-661)

COLE1

AMP

Gene:  hPMEL 

Accession: NP_008859.1 

Insert size: 1999bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hPMEL cDNA Plasmid 

PMEL premelanosome protein 

[ Homo sapiens (human) ]  

Also known as: P1; SI; SIL; ME20; 

P100; SILV; ME20M; gp100; ME20-

M; PMEL17; D12S53E 

Summary: 
PMEL is a melanocyte-specific 
type I transmembrane 
glycoprotein. It is enriched in 
melanosomes, which are the 
melanin-producing organelles 
in melanocytes, and plays an 
essential role in the structural 
organization of 
premelanosomes. PMEL is 
involved in generating internal 
matrix fibers that define the 
transition from Stage I to Stage 
II melanosomes. It undergoes 
a complex pattern of 
posttranslational processing 
and modification that is 
essential to its proper 
functioning. Alternatively 
spliced transcripts encoding 
different proteins have been 
described.  
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3162 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggatctgg tgctaaaaag atgccttctt catttggctg tgataggtgc 

  501  tttgctggct gtgggggcta caaaagtacc cagaaaccag gactggcttg gtgtctcaag gcaactcaga accaaagcct ggaacaggca gctgtatcca 

  601  gagtggacag aagcccagag acttgactgc tggagaggtg gtcaagtgtc cctcaaggtc agtaatgatg ggcctacact gattggtgca aatgcctcct 

  701  tctctattgc cttgaacttc cctggaagcc aaaaggtatt gccagatggg caggttatct gggtcaacaa taccatcatc aatgggagcc aggtgtgggg 

  801  aggacagcca gtgtatcccc aggaaactga cgatgcctgc atcttccctg atggtggacc ttgcccatct ggctcttggt ctcagaagag aagctttgtt 

  901  tatgtctgga agacctgggg ccaatactgg caagttctag ggggcccagt gtctgggctg agcattggga caggcagggc aatgctgggc acacacacca 

 1001  tggaagtgac tgtctaccat cgccggggat cccggagcta tgtgcctctt gctcattcca gctcagcctt caccattact gaccaggtgc ctttctccgt 

 1101  gagcgtgtcc cagttgcggg ccttggatgg agggaacaag cacttcctga gaaatcagcc tctgaccttt gccctccagc tccatgaccc cagtggctat 

 1201  ctggctgaag ctgacctctc ctacacctgg gactttggag acagtagtgg aaccctgatc tctcgggcac ttgtggtcac tcatacttac ctggagcctg 

 1301  gcccagtcac tgcccaggtg gtcctgcagg ctgccattcc tctcacctcc tgtggctcct ccccagttcc aggcaccaca gatgggcaca ggccaactgc 

 1401  agaggcccct aacaccacag ctggccaagt gcctactaca gaagttgtgg gtactacacc tggtcaggcg ccaactgcag agccctctgg aaccacatct 

 1501  gtgcaggtgc caaccactga agtcataagc actgcacctg tgcagatgcc aactgcagag agcacaggta tgacacctga gaaggtgcca gtttcagagg 

 1601  tcatgggtac cacactggca gagatgtcaa ctccagaggc tacaggtatg acacctgcag aggtatcaat tgtggtgctt tctggaacca cagctgcaca 

 1701  ggtaacaact acagagtggg tggagaccac agctagagag ctacctatcc ctgagcctga aggtccagat gccagctcaa tcatgtctac ggaaagtatt 

 1801  acaggttccc tgggccccct gctggatggt acagccacct taaggctggt gaagagacaa gtccccctgg attgtgttct gtatcgatat ggttcctttt 

 1901  ccgtcaccct ggacattgtc cagggtattg aaagtgccga gatcctgcag gctgtgccgt ccggtgaggg ggatgcattt gagctgactg tgtcctgcca 

 2001  aggcgggctg cccaaggaag cctgcatgga gatctcatcg ccagggtgcc agccccctgc ccagcggctg tgccagcctg tgctacccag cccagcctgc 

 2101  cagctggttc tgcaccagat actgaagggt ggctcgggga catactgcct caatgtgtct ctggctgata ccaacagcct ggcagtggtc agcacccagc 

 2201  ttatcatgcc tggtcaagaa gcaggccttg ggcaggttcc gctgatcgtg ggcatcttgc tggtgttgat ggctgtggtc cttgcatctc tgatatatag 

 2301  gcgcagactt atgaagcaag acttctccgt accccagttg ccacatagca gcagtcactg gctgcgtcta ccccgcatct tctgctcttg tcccattggt 

 2401  gagaacagcc ccctcctcag tgggcagcag gtctaaaggc gcgccagtat actctagagt cgacacccgg ggaattcctc gagcgctcgt ctctagcttg 

 2501  gcgtaatcat ggtcatagct gtttcctgtg tgaaattgtt atccgctcac aattccacac aacatacgag ccggaagcat aaagtgtaaa gcctggggtg 

 2601  cctaatgagt gagctaactc acattaattg cgttgcgctc actgcccgct ttccagtcgg gaaacctgtc gtgccagctg cattaatgaa tcggccaacg 

 2701  cgcggggaga ggcggtttgc gtattgggcg ctcttccgct tcctcgctca ctgactcgct gcgctcggtc gttcggctgc ggcgagcggt atcagctcac 

 2801  tcaaaggcgg taatacggtt atccacagaa tcaggggata acgcaggaaa gaacatgtga gcaaaaggcc agcaaaaggc caggaaccgt aaaaaggccg 

 2901  cgttgctggc gtttttccat aggctccgcc cccctgacga gcatcacaaa aatcgacgct caagtcagag gtggcgaaac ccgacaggac tataaagata 

 3001  ccaggcgttt ccccctggaa gctccctcgt gcgctctcct gttccgaccc tgccgcttac cggatacctg tccgcctttc tcccttcggg aagcgtggcg 

 3101  ctttctcaat gctcacgctg taggtatctc agttcggtgt aggtcgttcg ctccaagctg ggctgtgtgc acgaaccccc cgttcagccc gaccgctgcg 

 3201  ccttatccgg taactatcgt cttgagtcca acccggtaag acacgactta tcgccactgg cagcagccac tggtaacagg attagcagag cgaggtatgt 

 3301  aggcggtgct acagagttct tgaagtggtg gcctaactac ggctacacta gaaggacagt atttggtatc tgcgctctgc tgaagccagt taccttcgga 

 3401  aaaagagttg gtagctcttg atccggcaaa caaaccaccg ctggtagcgg tggttttttt gtttgcaagc agcagattac gcgcagaaaa aaaggatctc 

 3501  aagaagatcc tttgatcttt tctacggggt ctgacgctca gtggaacgaa aactcacgtt aagggatttt ggtcatgaga ttatcaaaaa ggatcttcac 

 3601  ctagatcctt ttaaattaaa aatgaagttt taaatcaatc taaagtatat atgagtaaac ttggtctgac agttaccaat gcttaatcag tgaggcacct 

 3701  atctcagcga tctgtctatt tcgttcatcc atagttgcct gactccccgt cgtgtagata actacgatac gggagggctt accatctggc cccagtgctg 

 3801  caatgatacc gcgagaccca cgctcaccgg ctccagattt atcagcaata aaccagccag ccggaagggc cgagcgcaga agtggtcctg caactttatc 

 3901  cgcctccatc cagtctatta attgttgccg ggaagctaga gtaagtagtt cgccagttaa tagtttgcgc aacgttgttg ccattgctac aggcatcgtg 

 4001  gtgtcacgct cgtcgtttgg tatggcttca ttcagctccg gttcccaacg atcaaggcga gttacatgat cccccatgtt gtgcaaaaaa gcggttagct 

 4101  ccttcggtcc tccgatcgtt gtcagaagta agttggccgc agtgttatca ctcatggtta tggcagcact gcataattct cttactgtca tgccatccgt 

 4201  aagatgcttt tctgtgactg gtgagtactc aaccaagtca ttctgagaat agtgtatgcg gcgaccgagt tgctcttgcc cggcgtcaat acgggataat 

 4301  accgcgccac atagcagaac tttaaaagtg ctcatcattg gaaaacgttc ttcggggcga aaactctcaa ggatcttacc gctgttgaga tccagttcga 

 4401  tgtaacccac tcgtgcaccc aactgatctt cagcatcttt tactttcacc agcgtttctg ggtgagcaaa aacaggaagg caaaatgccg caaaaaaggg 

 4501  aataagggcg acacggaaat gttgaatact catactcttc ctttttcaat attattgaag catttatcag ggttattgtc tcatgagcgg atacatattt 

 4601  gaatgtattt agaaaaataa acaaataggg gttccgcgca catttccccg aaaagtgcca cctgacgtct aagaaaccat tattatcatg acattaacct 

 4701  ataaaaatag gcgtatcacg aggccctttc gtc 

 

 

 

> RDC3162 Translated Insert Sequence 
   1  mdlvlkrcll hlavigalla vgatkvprnq dwlgvsrqlr tkawnrqlyp ewteaqrldc wrggqvslkv sndgptliga nasfsialnf pgsqkvlpdg 

 101  qviwvnntii ngsqvwggqp vypqetddac ifpdggpcps gswsqkrsfv yvwktwgqyw qvlggpvsgl sigtgramlg thtmevtvyh rrgsrsyvpl 

 201  ahsssaftit dqvpfsvsvs qlraldggnk hflrnqpltf alqlhdpsgy laeadlsytw dfgdssgtli sralvvthty lepgpvtaqv vlqaaiplts 

 301  cgsspvpgtt dghrptaeap nttagqvptt evvgttpgqa ptaepsgtts vqvpttevis tapvqmptae stgmtpekvp vsevmgttla emstpeatgm 

 401  tpaevsivvl sgttaaqvtt tewvettare lpipepegpd assimstesi tgslgplldg tatlrlvkrq vpldcvlyry gsfsvtldiv qgiesaeilq 

 501  avpsgegdaf eltvscqggl pkeacmeiss pgcqppaqrl cqpvlpspac qlvlhqilkg gsgtyclnvs ladtnslavv stqlimpgqe aglgqvpliv 

 601  gillvlmavv lasliyrrrl mkqdfsvpql phssshwlrl prifcscpig enspllsgqq v 

 


