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 mCHADL VersaClone cDNA  
Catalog Number: RDC3147 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

   

 

 

 
 

RDC3147

4994 bps

NdeI
BstXI

BmgBI
HpaI
HindIII
EcoRV
BmtI
NheI
NotI

BsaAI
BtgZI
PshAI

AleI

XcmI

MteI

KflI

SfiI

DraIII
AarI

BalI
AscI

BstZ17I
XbaI

ApoI
EcoRI

Eco47III

ScaI

XmnI

SspI
AatII
ZraI

mCHADL (1-748)COLE1

AMP

Gene:  mChadl 

Accession: NP_001157792.1 

Insert size: 2260bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

mCHADL cDNA 
Plasmid 

Chadl chondroadherin-like [ Mus 

musculus (house mouse) ]  

Also known as: AY100452; 

D930017K21Rik 

Summary: 
CHADL is a member of the collagen-
associated small leucine-rich 
proteins (SLRPs). It is expressed in 
cartilaginous tissues. CHADL appears 
to be a potential negative 
modulator of chondrocyte 
differentiation. It also inhibits 
collagen fibrillogenesis in vitro. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3147 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggagaggc ctcagagctc catctgggtc tttatgctgt tgctgttcat 

  501  ggtgttgctc cagagcccag cctggcacgt agctgcccag cgatgcccac agacctgtgt ctgcgacaac tcaagacggc atgttacctg ccggcaccag 

  601  aacctcaccg aggtgccaaa caccatccct gagctgaccc agaggctgga cctccagggc aatatactga aggtcctccc tgcagcggcc ttccaggacc 

  701  tgccccacct cacgcatctg gacctgcgga actgtcaggt ggagatggtg gccgagggtg ccttccgtgg cctgggtcgc ctgctcctcc tcaacctggc 

  801  ttccaaccgc ctgagcaccc tgccccagga ggcgctggac gggctgggct cgctgaggcg cctggagctg gaggggaaca tgttggagga gctgcgcccg 

  901  gggaccttcg gcgccctggg ctcgctgacc actctcaact tggcccacaa cgccctggtc tacctgcccg ccatggcctt ccaggggctg ctgcgcaccc 

 1001  gctggctgca gctgtctcac aatgcgctca gcgtcctggc ccccgaggct ctggccggcc tgccggcgct gcgccgtctc agcctgcacc acaacgagct 

 1101  gcaggccctg cccggggccg ccctgtccca ggcccgcagc ctggcgcggc tggagctggg tcacaacccg ctcacctaca cgggagagga ggacggcctg 

 1201  gcgctgcccg gcctgcggga gctcgcactg gaccacgggt ccctgcaggc cctggggccc cgggccttcg cccactgccc gcgcctgcac accctcgacc 

 1301  tccgcgggaa ccagctcacc accctgcccc cgctacaggt ccccggccag ctgcgccgcc tgcggctgca gggcaacccg ctgtggtgcg cctgccacgc 

 1401  acggcccctg ctcgagtggc tggtgcgcgc tcgggtgcgc tcggatggcg cgtgccgggg cccgcggcgc ctgcgaggcg aggccctgga tacgctgcgg 

 1501  ccctctgacc tgcgctgtcc gggcgacgcg gcggcggggg acggggatgg ggacgaggac gaggaccggc cggccggtcc ccgcgctcct cctcttcgct 

 1601  ccccgcacgg agaggccgcg tgggccacgc cctgccctcc agcctgcgcg tgcgtcgccg agacccggca cagcacttgc gacggccgcg gcctgcaggc 

 1701  cgtgccccgc ggcttcccca acgacaccca gctcctggac ctgaggcgca accacttccc ctcggtgccc cgcgcggcct tcccgggctt gcgccacttg 

 1801  gtgtcgctgc acctgcagca ctgcggcgtc gcggagctgg agcccggcgc cttggccggc ctggaccgcc tgctctatct ctacctctcc cacaaccagc 

 1901  tctcgggcct gagcgccgcc gccctcgaag gggcccccaa cctgggctac ctgtacctgg agcacaaccg cttcctgagg atcccgggga ccgctctgcg 

 2001  ggccctaccc acccttgtct cgctacacct ccaggacaac gcggtggacc gcctggcgcc cggggatctg gcaggagcgc gggctttgcg ctgcctttac 

 2101  ctgagtggca atcacatcac ccaggtttca cccggggcgc tcggtccagc gcgggagctg gagaagctgc acctcgacag aaaccggctg cgagaggtgc 

 2201  cgactggagc cttggagggg ctgccggcgc tcaaggagct gcagctctcg gggaacccgc tccgggctct tccagacggc gcctttcagc ccgtggggcg 

 2301  gtcgctgcag cagctcttcc tgaatagcag tgacctggag cagatttctc ccagggcctt ctcaggcctg ggaaaagggc tgcggagctt gtacctgcac 

 2401  aagaatcaac ttcagtccct gcctgccccg ctggggctca gcgggctgga gctggtcgac ctcagcggta atcctttcca ctgtgactgc cagctgctcc 

 2501  cgctgcacag gtggctcact gggctgaacc tgcgggtggg tgccacctgt gccacccctc ccagtgtccg tggccagaag gtgaaggttg cagctcctgt 

 2601  ctttgaagcc tgcccaggct ggactgccag gaaggccaag aggacaccaa cctccagagg cagtgccagg agaactccca gcctcagccg acattaaagg 

 2701  cgcgccagta tactctagag tcgacacccg gggaattcct cgagcgctcg tctctagctt ggcgtaatca tggtcatagc tgtttcctgt gtgaaattgt 

 2801  tatccgctca caattccaca caacatacga gccggaagca taaagtgtaa agcctggggt gcctaatgag tgagctaact cacattaatt gcgttgcgct 

 2901  cactgcccgc tttccagtcg ggaaacctgt cgtgccagct gcattaatga atcggccaac gcgcggggag aggcggtttg cgtattgggc gctcttccgc 

 3001  ttcctcgctc actgactcgc tgcgctcggt cgttcggctg cggcgagcgg tatcagctca ctcaaaggcg gtaatacggt tatccacaga atcaggggat 

 3101  aacgcaggaa agaacatgtg agcaaaaggc cagcaaaagg ccaggaaccg taaaaaggcc gcgttgctgg cgtttttcca taggctccgc ccccctgacg 

 3201  agcatcacaa aaatcgacgc tcaagtcaga ggtggcgaaa cccgacagga ctataaagat accaggcgtt tccccctgga agctccctcg tgcgctctcc 

 3301  tgttccgacc ctgccgctta ccggatacct gtccgccttt ctcccttcgg gaagcgtggc gctttctcaa tgctcacgct gtaggtatct cagttcggtg 

 3401  taggtcgttc gctccaagct gggctgtgtg cacgaacccc ccgttcagcc cgaccgctgc gccttatccg gtaactatcg tcttgagtcc aacccggtaa 

 3501  gacacgactt atcgccactg gcagcagcca ctggtaacag gattagcaga gcgaggtatg taggcggtgc tacagagttc ttgaagtggt ggcctaacta 

 3601  cggctacact agaaggacag tatttggtat ctgcgctctg ctgaagccag ttaccttcgg aaaaagagtt ggtagctctt gatccggcaa acaaaccacc 

 3701  gctggtagcg gtggtttttt tgtttgcaag cagcagatta cgcgcagaaa aaaaggatct caagaagatc ctttgatctt ttctacgggg tctgacgctc 

 3801  agtggaacga aaactcacgt taagggattt tggtcatgag attatcaaaa aggatcttca cctagatcct tttaaattaa aaatgaagtt ttaaatcaat 

 3901  ctaaagtata tatgagtaaa cttggtctga cagttaccaa tgcttaatca gtgaggcacc tatctcagcg atctgtctat ttcgttcatc catagttgcc 

 4001  tgactccccg tcgtgtagat aactacgata cgggagggct taccatctgg ccccagtgct gcaatgatac cgcgagaccc acgctcaccg gctccagatt 

 4101  tatcagcaat aaaccagcca gccggaaggg ccgagcgcag aagtggtcct gcaactttat ccgcctccat ccagtctatt aattgttgcc gggaagctag 

 4201  agtaagtagt tcgccagtta atagtttgcg caacgttgtt gccattgcta caggcatcgt ggtgtcacgc tcgtcgtttg gtatggcttc attcagctcc 

 4301  ggttcccaac gatcaaggcg agttacatga tcccccatgt tgtgcaaaaa agcggttagc tccttcggtc ctccgatcgt tgtcagaagt aagttggccg 

 4401  cagtgttatc actcatggtt atggcagcac tgcataattc tcttactgtc atgccatccg taagatgctt ttctgtgact ggtgagtact caaccaagtc 

 4501  attctgagaa tagtgtatgc ggcgaccgag ttgctcttgc ccggcgtcaa tacgggataa taccgcgcca catagcagaa ctttaaaagt gctcatcatt 

 4601  ggaaaacgtt cttcggggcg aaaactctca aggatcttac cgctgttgag atccagttcg atgtaaccca ctcgtgcacc caactgatct tcagcatctt 

 4701  ttactttcac cagcgtttct gggtgagcaa aaacaggaag gcaaaatgcc gcaaaaaagg gaataagggc gacacggaaa tgttgaatac tcatactctt 

 4801  cctttttcaa tattattgaa gcatttatca gggttattgt ctcatgagcg gatacatatt tgaatgtatt tagaaaaata aacaaatagg ggttccgcgc 

 4901  acatttcccc gaaaagtgcc acctgacgtc taagaaacca ttattatcat gacattaacc tataaaaata ggcgtatcac gaggcccttt cgtc 

 

 

> RDC3147 Translated Insert Sequence 
   1  merpqssiwv fmlllfmvll qspawhvaaq rcpqtcvcdn srrhvtcrhq nltevpntip eltqrldlqg nilkvlpaaa fqdlphlthl dlrncqvemv 

 101  aegafrglgr llllnlasnr lstlpqeald glgslrrlel egnmleelrp gtfgalgslt tlnlahnalv ylpamafqgl lrtrwlqlsh nalsvlapea 

 201  laglpalrrl slhhnelqal pgaalsqars larlelghnp ltytgeedgl alpglrelal dhgslqalgp rafahcprlh tldlrgnqlt tlpplqvpgq 

 301  lrrlrlqgnp lwcacharpl lewlvrarvr sdgacrgprr lrgealdtlr psdlrcpgda aagdgdgded edrpagprap plrsphgeaa watpcppaca 

 401  cvaetrhstc dgrglqavpr gfpndtqlld lrrnhfpsvp raafpglrhl vslhlqhcgv aelepgalag ldrllylyls hnqlsglsaa alegapnlgy 

 501  lylehnrflr ipgtalralp tlvslhlqdn avdrlapgdl agaralrcly lsgnhitqvs pgalgparel eklhldrnrl revptgaleg lpalkelqls 

 601  gnplralpdg afqpvgrslq qlflnssdle qisprafsgl gkglrslylh knqlqslpap lglsglelvd lsgnpfhcdc qllplhrwlt glnlrvgatc 

 701  atppsvrgqk vkvaapvfea cpgwtarkak rtptsrgsar rtpslsrh 

 


