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 hMMP-3 VersaClone cDNA  
Catalog Number: RDC3092 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

  

 

 

 
 

RDC3092

4181 bps

PfoI
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BbeI
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BstXI

BmgBI
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BamHI
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PshAI

EcoNI

BsmI
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KpnI

Bsu36I

PpuMI

BlnI
ClaI

NcoI
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BssHII
Bst1107I
SalI
SmaI
XmaI
EcoRI
PspXI
XhoI
Eco47III

SapI
PciI

BseYI

AhdI

Cfr10I
NmeAIII

TsoI

ScaI

SspI
AatII
ZraI

hMMP-3 (1-477)

COLE1

AMP

Gene:  hMMP3 

Accession: AAA36321.1 

Insert size: 1447bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hMMP-3 cDNA 
Plasmid 

MMP3 matrix metallopeptidase 

3 [ Homo sapiens (human) ]  

Also known as: SL-1; STMY; STR1; 

CHDS6; MMP-3; STMY1 

Summary: 
MMP3 is a member of the matrix 
metalloproteinase (MMP) family 
which are involved in the 
breakdown of extracellular matrix in 
normal physiological processes, such 
as embryonic development, 
reproduction, and tissue 
remodeling, as well as in disease 
processes, such as arthritis and 
metastasis. MMP3 is an enzyme 
which degrades fibronectin, laminin, 
collagens III, IV, IX, and X, and 
cartilage proteoglycans. It is thought 
to be involved in wound repair, 
progression of atherosclerosis, and 
tumor initiation. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3092 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgaagagtc ttccaatcct actgttgctg tgcgtggcag tttgctcagc 

  501  ctatccattg gatggagctg caaggggtga ggacaccagc atgaaccttg ttcagaaata tctagaaaac tactacgacc tcgaaaaaga tgtgaaacag 

  601  tttgttagga gaaaggacag tggtcctgtt gttaaaaaaa tccgagaaat gcagaagttc cttggattgg aggtgacggg gaagctggac tccgacactc 

  701  tggaggtgat gcgcaagccc aggtgtggag ttcctgatgt tggtcacttc agaacctttc ctggcatccc gaagtggagg aaaacccacc ttacatacag 

  801  gattgtgaat tatacaccag atttgccaaa agatgctgtt gattctgctg ttgagaaagc tctgaaagtc tgggaagagg tgactccact cacattctcc 

  901  aggctgtatg aaggagaggc tgatataatg atctcttttg cagttagaga acatggagac ttttaccctt ttgatggacc tggaaatgtt ttggcccatg 

 1001  cctatgcccc tgggccaggg attaatggag atgcccactt tgatgatgat gaacaatgga caaaggatac aacagggacc aatttatttc tcgttgctgc 

 1101  tcatgaaatt ggccactccc tgggtctctt tcactcagcc aacactgaag ctttgatgta cccactctat cactcactca cagacctgac tcggttccgc 

 1201  ctgtctcaag atgatataaa tggcattcag tccctctatg gacctccccc tgactcccct gagactcccc tggtacccac ggaacctgtc cctccagaac 

 1301  ctgggacgcc agccaactgt gatcctgctt tgtcctttga tgctgtcagc actctgaggg gagaaatcct gatctttaaa gacaggcact tttggcgcaa 

 1401  atccctcagg aagcttgaac ctgaattgca tttgatctct tcattttggc catctcttcc ttcaggcgtg gatgccgcat atgaagttac tagcaaggac 

 1501  ctcgttttca tttttaaagg aaatcaattc tgggctatca gaggaaatga ggtacgagct ggatacccaa gaggcatcca caccctaggt ttccctccaa 

 1601  ccgtgaggaa aatcgatgca gccatttctg ataaggaaaa gaacaaaaca tatttctttg tagaggacaa atactggaga tttgatgaga agagaaattc 

 1701  catggagcca ggctttccca agcaaatagc tgaagacttt ccagggattg actcaaagat tgatgctgtt tttgaagaat ttgggttctt ttatttcttt 

 1801  actggatctt cacagttgga gtttgaccca aatgcaaaga aagtgacaca cactttgaag agtaacagct ggcttaattg ttaaaggcgc gccagtatac 

 1901  tctagagtcg acacccgggg aattcctcga gcgctcgtct ctagcttggc gtaatcatgg tcatagctgt ttcctgtgtg aaattgttat ccgctcacaa 

 2001  ttccacacaa catacgagcc ggaagcataa agtgtaaagc ctggggtgcc taatgagtga gctaactcac attaattgcg ttgcgctcac tgcccgcttt 

 2101  ccagtcggga aacctgtcgt gccagctgca ttaatgaatc ggccaacgcg cggggagagg cggtttgcgt attgggcgct cttccgcttc ctcgctcact 

 2201  gactcgctgc gctcggtcgt tcggctgcgg cgagcggtat cagctcactc aaaggcggta atacggttat ccacagaatc aggggataac gcaggaaaga 

 2301  acatgtgagc aaaaggccag caaaaggcca ggaaccgtaa aaaggccgcg ttgctggcgt ttttccatag gctccgcccc cctgacgagc atcacaaaaa 

 2401  tcgacgctca agtcagaggt ggcgaaaccc gacaggacta taaagatacc aggcgtttcc ccctggaagc tccctcgtgc gctctcctgt tccgaccctg 

 2501  ccgcttaccg gatacctgtc cgcctttctc ccttcgggaa gcgtggcgct ttctcaatgc tcacgctgta ggtatctcag ttcggtgtag gtcgttcgct 

 2601  ccaagctggg ctgtgtgcac gaaccccccg ttcagcccga ccgctgcgcc ttatccggta actatcgtct tgagtccaac ccggtaagac acgacttatc 

 2701  gccactggca gcagccactg gtaacaggat tagcagagcg aggtatgtag gcggtgctac agagttcttg aagtggtggc ctaactacgg ctacactaga 

 2801  aggacagtat ttggtatctg cgctctgctg aagccagtta ccttcggaaa aagagttggt agctcttgat ccggcaaaca aaccaccgct ggtagcggtg 

 2901  gtttttttgt ttgcaagcag cagattacgc gcagaaaaaa aggatctcaa gaagatcctt tgatcttttc tacggggtct gacgctcagt ggaacgaaaa 

 3001  ctcacgttaa gggattttgg tcatgagatt atcaaaaagg atcttcacct agatcctttt aaattaaaaa tgaagtttta aatcaatcta aagtatatat 

 3101  gagtaaactt ggtctgacag ttaccaatgc ttaatcagtg aggcacctat ctcagcgatc tgtctatttc gttcatccat agttgcctga ctccccgtcg 

 3201  tgtagataac tacgatacgg gagggcttac catctggccc cagtgctgca atgataccgc gagacccacg ctcaccggct ccagatttat cagcaataaa 

 3301  ccagccagcc ggaagggccg agcgcagaag tggtcctgca actttatccg cctccatcca gtctattaat tgttgccggg aagctagagt aagtagttcg 

 3401  ccagttaata gtttgcgcaa cgttgttgcc attgctacag gcatcgtggt gtcacgctcg tcgtttggta tggcttcatt cagctccggt tcccaacgat 

 3501  caaggcgagt tacatgatcc cccatgttgt gcaaaaaagc ggttagctcc ttcggtcctc cgatcgttgt cagaagtaag ttggccgcag tgttatcact 

 3601  catggttatg gcagcactgc ataattctct tactgtcatg ccatccgtaa gatgcttttc tgtgactggt gagtactcaa ccaagtcatt ctgagaatag 

 3701  tgtatgcggc gaccgagttg ctcttgcccg gcgtcaatac gggataatac cgcgccacat agcagaactt taaaagtgct catcattgga aaacgttctt 

 3801  cggggcgaaa actctcaagg atcttaccgc tgttgagatc cagttcgatg taacccactc gtgcacccaa ctgatcttca gcatctttta ctttcaccag 

 3901  cgtttctggg tgagcaaaaa caggaaggca aaatgccgca aaaaagggaa taagggcgac acggaaatgt tgaatactca tactcttcct ttttcaatat 

 4001  tattgaagca tttatcaggg ttattgtctc atgagcggat acatatttga atgtatttag aaaaataaac aaataggggt tccgcgcaca tttccccgaa 

 4101  aagtgccacc tgacgtctaa gaaaccatta ttatcatgac attaacctat aaaaataggc gtatcacgag gccctttcgt c 

 

 

> RDC3092 Translated Insert Sequence 
   1  mkslpillll cvavcsaypl dgaargedts mnlvqkylen yydlekdvkq fvrrkdsgpv vkkiremqkf lglevtgkld sdtlevmrkp rcgvpdvghf 

 101  rtfpgipkwr kthltyrivn ytpdlpkdav dsavekalkv weevtpltfs rlyegeadim isfavrehgd fypfdgpgnv lahayapgpg ingdahfddd 

 201  eqwtkdttgt nlflvaahei ghslglfhsa ntealmyply hsltdltrfr lsqddingiq slygpppdsp etplvptepv ppepgtpanc dpalsfdavs 

 301  tlrgeilifk drhfwrkslr klepelhlis sfwpslpsgv daayevtskd lvfifkgnqf wairgnevra gyprgihtlg fpptvrkida aisdkeknkt 

 401  yffvedkywr fdekrnsmep gfpkqiaedf pgidskidav feefgffyff tgssqlefdp nakkvthtlk snswlnc 

 

 


