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 cynoLYAG/GAA VersaClone cDNA  
Catalog Number: RDC3082 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

   

 

 

 
 

RDC3082

5606 bps

NdeI
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ScaI
XmnI

SspI

cynoGAA (1-952)

COLE1

AMP

Gene:  cynoGAA 

Accession: XP_005585247.1 

Insert size: 2872bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

cynoLYAG/GAA cDNA 
Plasmid 

GAA glucosidase alpha, acid 

[ Macaca fascicularis (crab-

eating macaque) ]  

Summary: 
GAA is a lysosomal acid 
glucosidase that is involved in 
the degradation of glycogen. 
GAA undergoes proteolytic 
processing to generate a 
mature enzyme that cleaves 
alpha-1-4 and alpha-1-6 
glycosidic bonds of glycogen, 
maltose and intermediate 
oligosaccharides within the 
lysosome. Mice lacking GAA 
exhibit symptoms similar to 
human Pompe syndrome 
such as accumulation of 
glycogen in cardiac and 
skeletal muscle lysosomes 
resulting in reduced mobility 
and strength. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3082 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgggagtga ggcacccgct ctgctcccgc cggctgctgg ccgtctgtgc 

  501  ccttgtgtcc ttggccaccg ctgtgctcct gggacacatc ctgctccatg atttcctgct ggttccccga gagctgagtg gatcctcctt ggtcctggag 

  601  gagactcgcc cagctcgcca gcagggagcc agcaggccag ggccccagaa tgcccaggca caccccggct gtcccagagc agtgcccaca cagtgcgacg 

  701  tcccccctaa cagccgcttc gactgtgccc ctgacaaggc catcacccag gaacagtgcg aggcccgcgg ctgctgctac atccctgcaa agcaggaact 

  801  tcggagagcc cagatgggac agccctggtg cttcttccca cccagctacc ccagctacaa gctggagaac ctgagtgcct ctgaaatggg ctacacggcc 

  901  accctgaccc gtaccacgcc caccttcttc cccaaggaca tcctgacctt gcggctggac gtgatgatgg agactgagaa ccgcctccac ttcacaatca 

 1001  aagatcccgc taacaagcgc tacgaggtgc ccttggagac cccgcgtgtc cccagccggg cactgtcccc actctacagc gtggagttct ccgaggagcc 

 1101  cttcggggtg attgtgcgcc ggcagctgga cggtcgtgtg ctgctgaaca cgacggtggc gcccctgttc tttgcggacc agttccttca gttgtccacc 

 1201  tcgctgccct cgcagtacat cacaggactc gccgagcacc tcagtcccct gatgctcagc accagctgga ccaggatcac cctgtggaac cgggacctcg 

 1301  cgcccacgcc cggtgcgaac ctctacgggt ctcacccttt ctacctggcg ctggaggatg gcgggtcggc acatggggtg ttcctgctga acagcaatgc 

 1401  catggatgtg gtcctgcagc cgagccctgc ccttagctgg aggtcgacag gtgggatcct ggatgtgtac atcttcctgg gcccggagcc caagagcgtg 

 1501  gtgcggcagt acctggatgt tgtgggatac ccgttcatgc cgccatactg gggcctgggc ttccacctgt gccgctgggg ctactcctct accgccatca 

 1601  cccgccaggt ggtggagaac atgaccaggg cccacttccc cctggacgtc cagtggaacg acttggacta catggactcc cggagggact tcacgttcaa 

 1701  caaggatggc ttccgggatt tcccagccat ggtgcaggag ctgcaccagg gcggccggcg ctacgtgatg attgtggatc ctgccattag cagctcgggc 

 1801  cctgccggga gctacagacc ctacgacgag ggtctgcgga gggcggtttt catcaccaac gagaccggcc agccgctgat cgggaaggtg tggcctgggt 

 1901  ccactgcctt ccccgacttc accaaccctg cagccctggc ctggtgggag gacatggtgg ctgagttcca tgaccaggtg cccttcgacg gcatgtggat 

 2001  tgacatgaac gagccttcca acttcatcag gggctctgag gacggctgcc cccacaatga gctggaggag ccaccctacg tgcctggggt ggttgggggg 

 2101  accctccagg cggccaccat ctgtgcctcc agccaccagt tcctctctac acactacaac ctgcacaacc tctacggcct gactgaagcc atcgcctcct 

 2201  acagggcact ggtgaaggct cgggggacac gcccatttgt gatctcccgc tcgacctttg ctggccacgg ccgatatgcc ggccactgga cgggggacgt 

 2301  gtggagctcc tgggagcagc tcgccgcctc cgtgccagaa atcctgcagt ttaacctgct gggggtgcct ctggtcgggg ccgacgtctg cggcttcctg 

 2401  ggcaacacct cagaggagct gtgtgtgcgc tggacccagc tgggggcctt ctaccccttt atgcggaacc acaacggcct gctcaatctg ccccaggagc 

 2501  catacagttt cagcgagcca gcccagcagg ccatgaggaa ggccctcacc ctgcgctacg cactcctccc ccacctctac acgctgttcc accaggccca 

 2601  cgtcgctggg gagaccgtgg cccggcctct cttcctggag ttccccgagg actctagcac ctggactgtg gaccaccagc tcctgtgggg ggaggccctg 

 2701  ctcatcaccc cagtgctgca ggccgggaag gccgaagtga ccggctactt cccctcaggc acatggtacg acctggagac ggtgccaata gaggcccttg 

 2801  gcagcctccc gcccccacct gcagctcccc gtgagccagc catccacagc gaggggcagt gggtgacgct gccagccccc ctggacacca tcaacgtcca 

 2901  cctccgggct gggcacatca tccccctgca gggccctggc ctcacaacca cagagtcccg ccagcagccc atggccctgg ctgtggccct gaccaagggt 

 3001  ggggaggccc gaggggagct gttctgggac gatggagaga gcctggaagt gctggagcga ggggcctaca cacaggtcat attcctggcc aggagtaaca 

 3101  cggtcatgaa tgagctggta catgtgacca gcgagggggc tggcctgcag ctgcagaagg tgaccgtcct gggcgtggcc acagcgcccc agcaggtcct 

 3201  ctccaacggc gcccctgtct ccaacttcac ctacagcccc gacaccaagg tcctggacat ccctgtctcg ctgttggtgg gagagcagtt tctcatcagc 

 3301  tggtcttaaa ggcgcgccag tatactctag agtcgacacc cggggaattc ctcgagcgct cgtctctagc ttggcgtaat catggtcata gctgtttcct 

 3401  gtgtgaaatt gttatccgct cacaattcca cacaacatac gagccggaag cataaagtgt aaagcctggg gtgcctaatg agtgagctaa ctcacattaa 

 3501  ttgcgttgcg ctcactgccc gctttccagt cgggaaacct gtcgtgccag ctgcattaat gaatcggcca acgcgcgggg agaggcggtt tgcgtattgg 

 3601  gcgctcttcc gcttcctcgc tcactgactc gctgcgctcg gtcgttcggc tgcggcgagc ggtatcagct cactcaaagg cggtaatacg gttatccaca 

 3701  gaatcagggg ataacgcagg aaagaacatg tgagcaaaag gccagcaaaa ggccaggaac cgtaaaaagg ccgcgttgct ggcgtttttc cataggctcc 

 3801  gcccccctga cgagcatcac aaaaatcgac gctcaagtca gaggtggcga aacccgacag gactataaag ataccaggcg tttccccctg gaagctccct 

 3901  cgtgcgctct cctgttccga ccctgccgct taccggatac ctgtccgcct ttctcccttc gggaagcgtg gcgctttctc aatgctcacg ctgtaggtat 

 4001  ctcagttcgg tgtaggtcgt tcgctccaag ctgggctgtg tgcacgaacc ccccgttcag cccgaccgct gcgccttatc cggtaactat cgtcttgagt 

 4101  ccaacccggt aagacacgac ttatcgccac tggcagcagc cactggtaac aggattagca gagcgaggta tgtaggcggt gctacagagt tcttgaagtg 

 4201  gtggcctaac tacggctaca ctagaaggac agtatttggt atctgcgctc tgctgaagcc agttaccttc ggaaaaagag ttggtagctc ttgatccggc 

 4301  aaacaaacca ccgctggtag cggtggtttt tttgtttgca agcagcagat tacgcgcaga aaaaaaggat ctcaagaaga tcctttgatc ttttctacgg 

 4401  ggtctgacgc tcagtggaac gaaaactcac gttaagggat tttggtcatg agattatcaa aaaggatctt cacctagatc cttttaaatt aaaaatgaag 

 4501  ttttaaatca atctaaagta tatatgagta aacttggtct gacagttacc aatgcttaat cagtgaggca cctatctcag cgatctgtct atttcgttca 

 4601  tccatagttg cctgactccc cgtcgtgtag ataactacga tacgggaggg cttaccatct ggccccagtg ctgcaatgat accgcgagac ccacgctcac 

 4701  cggctccaga tttatcagca ataaaccagc cagccggaag ggccgagcgc agaagtggtc ctgcaacttt atccgcctcc atccagtcta ttaattgttg 

 4801  ccgggaagct agagtaagta gttcgccagt taatagtttg cgcaacgttg ttgccattgc tacaggcatc gtggtgtcac gctcgtcgtt tggtatggct 

 4901  tcattcagct ccggttccca acgatcaagg cgagttacat gatcccccat gttgtgcaaa aaagcggtta gctccttcgg tcctccgatc gttgtcagaa 

 5001  gtaagttggc cgcagtgtta tcactcatgg ttatggcagc actgcataat tctcttactg tcatgccatc cgtaagatgc ttttctgtga ctggtgagta 

 5101  ctcaaccaag tcattctgag aatagtgtat gcggcgaccg agttgctctt gcccggcgtc aatacgggat aataccgcgc cacatagcag aactttaaaa 

 5201  gtgctcatca ttggaaaacg ttcttcgggg cgaaaactct caaggatctt accgctgttg agatccagtt cgatgtaacc cactcgtgca cccaactgat 

 5301  cttcagcatc ttttactttc accagcgttt ctgggtgagc aaaaacagga aggcaaaatg ccgcaaaaaa gggaataagg gcgacacgga aatgttgaat 

 5401  actcatactc ttcctttttc aatattattg aagcatttat cagggttatt gtctcatgag cggatacata tttgaatgta tttagaaaaa taaacaaata 

 5501  ggggttccgc gcacatttcc ccgaaaagtg ccacctgacg tctaagaaac cattattatc atgacattaa cctataaaaa taggcgtatc acgaggccct 

 5601  ttcgtc 

 

 

> RDC3082 Translated Insert Sequence 
   1  mgvrhplcsr rllavcalvs latavllghi llhdfllvpr elsgsslvle etrparqqga srpgpqnaqa hpgcpravpt qcdvppnsrf dcapdkaitq 

 101  eqceargccy ipakqelrra qmgqpwcffp psypsyklen lsasemgyta tltrttptff pkdiltlrld vmmetenrlh ftikdpankr yevpletprv 

 201  psralsplys vefseepfgv ivrrqldgrv llnttvaplf fadqflqlst slpsqyitgl aehlsplmls tswtritlwn rdlaptpgan lygshpfyla 

 301  ledggsahgv fllnsnamdv vlqpspalsw rstggildvy iflgpepksv vrqyldvvgy pfmppywglg fhlcrwgyss taitrqvven mtrahfpldv 

 401  qwndldymds rrdftfnkdg frdfpamvqe lhqggrryvm ivdpaisssg pagsyrpyde glrravfitn etgqpligkv wpgstafpdf tnpaalawwe 

 501  dmvaefhdqv pfdgmwidmn epsnfirgse dgcphnelee ppyvpgvvgg tlqaaticas shqflsthyn lhnlygltea iasyralvka rgtrpfvisr 

 601  stfaghgrya ghwtgdvwss weqlaasvpe ilqfnllgvp lvgadvcgfl gntseelcvr wtqlgafypf mrnhngllnl pqepysfsep aqqamrkalt 

 701  lryallphly tlfhqahvag etvarplfle fpedsstwtv dhqllwgeal litpvlqagk aevtgyfpsg twydletvpi ealgslpppp aaprepaihs 

 801  egqwvtlpap ldtinvhlra ghiiplqgpg ltttesrqqp malavaltkg geargelfwd dgeslevler gaytqvifla rsntvmnelv hvtsegaglq 

 901  lqkvtvlgva tapqqvlsng apvsnftysp dtkvldipvs llvgeqflis ws 

 

 


