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 mVersican VersaClone cDNA  
Catalog Number: RDC3014 

        
 Specifications:          Description 

    Preparation and Storage 

     
 
 

   
 

   

 

 

 
 

RDC3014

4715 bps

PfoI
BstAPI
NdeI

KasI
NarI
SfoI

BmgBI
HpaI
HindIII
BamHI
BmtI
NheI
NotI
EagI

EcoNI

PshAI
BtgI
NcoI

BsrGI

BalI
ApaI
PspOMI

AleI

SbfI

BsmFI
AvrII

AscI
BssHII

BstZ17I
XbaI
SalI

SmaI
XmaI

EcoRI
PspXI
XhoI

Eco47III

SapI

BseYI
GsaI

AlwNI

BsrFI
NmeAIII

SspI

mVersican (1-655)

COLE1

AMP

Gene:  mVcan 

Accession: NP_001127947.1 

Insert size: 1981bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

mVersican cDNA 
Plasmid 

Vcan versican [ Mus 

musculus (house mouse) ] 

Also known as: NG2; hdf; PG-M; 

Cspg2; DPEAAE; PG-M(V0); PG-

M(V1); 9430051N09; 

5430420N07Rik 

Summary: 
Versican is a member of the 
aggrecan/versican 
proteoglycan family. It is a 
chondroitin sulfate 
proteoglycan and is a major 
component of the extracellular 
matrix. Versican is involved in 
cell adhesion, proliferation, 
proliferation, migration and 
angiogenesis, and plays a 
central role in tissue 
morphogenesis and 
maintenance. Mutations in 
Versican are the cause of 
Wagner syndrome type 1. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC3014 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgttgataa atatgaaagg catcttatgg atgtgctcaa ccttattact 

  501  aacccatgca ctacatcaag ccaaaatgga aaccagccca cctgttaaag gctctctgtc tggaaaagtg gtcctacctt gtcatttttc aaccttacct 

  601  accttaccac ccaattacaa cacgagtgaa tttctcagaa tcaaatggtc taagatggaa gtggacaaaa atggaaaaga tataaaggag acgactgtct 

  701  tggtggccca gaacggaaat atcaagattg gtcaggacta caaggggcga gtgtccgtgc ctacacatcc cgatgatgta ggtgatgctt ccctcaccat 

  801  ggtcaaactc cgggctagtg atgcaggcgt ctaccgatgt gatgtcatgt atgggattga agacactcag gacaccatgt cactggctgt ggatggtgtt 

  901  gtgtttcact acagggcagc caccagcagg tacactctga actttgccgc tgctcaacag gcttgtttgg atatcggggc ggtcatagca agcccagagc 

 1001  agctgtttgc cgcctatgag gatggatttg agcagtgtga tgcaggatgg ctgtctgatc aaactgtcag atatcccata cgggctcccc gagagggctg 

 1101  ttacggagac atgatgggga aggaaggggt tcggacctat ggattccgct ctccccagga aacctatgat gtgtattgtt atgtggatca tctggatggc 

 1201  gatgtgttcc acatcactgc tcccagtaag ttcaccttcg aggaggccga agcagagtgt acaagcaggg atgcgaggct ggcgactgtt ggagaacttc 

 1301  aggcagcttg gagaaatggc tttgaccaat gcgattacgg ctggctgtcg gatgccagcg tgcggcaccc tgtgactgtg gccagggccc agtgtggagg 

 1401  aggtctactt ggggtgagaa ccctgtatcg ttttgagaac cagacatgct tccctctccc tgatagcaga tttgatgcct actgctttaa acgacctgat 

 1501  ctctgcaaaa caaacccatg cctcaacgga ggcacctgtt atcctaccga gacttcctat gtgtgcacct gtgcacctgg atacagcgga gaccagtgtg 

 1601  aacttgattt tgatgaatgt cactctaacc cttgtcggaa tggtgccacc tgtgtggatg gttttaatac atttagatgt ctctgtctcc caagttatgt 

 1701  tggtgcactc tgtgaacaag acactgagac atgtgactat ggctggcaca aattccaagg acagtgctac aagtactttg ctcatcgacg cacatgggat 

 1801  gctgctgaaa gggagtgtcg cctgcagggt gcccacctca caagcatcct ttctcatgag gaacaaatgt ttgtgaatcg tgtgggccat gattaccagt 

 1901  ggatcggcct caatgacaag atgtttgaac atgacttccg ctggactgac ggcagtgcac tgcaatatga gaactggaga cctaaccagc cagacagttt 

 2001  cttttctgca ggagaagact gcgttgtgat catttggcat gaaaatggtc agtggaatga cgtcccctgc aattaccacc tcacctacac ttgcaagaag 

 2101  ggaacagttg cttgcggcca accccctgtt gtagaaaatg ccaagacctt tggaaagatg aaaccacgct atgaaatcaa ctccttgatt agatatcact 

 2201  gcaaagatgg tttcattcag cgacaccttc caactatccg gtgcctagga aacgggagat gggcaatgcc taaaataacc tgcatgaacc catctgcata 

 2301  ccaaaggact tattctaaga aatacttaaa aaattcctca tccgcaaagg acaattctat aaatacatca aaacatgagc atcgctggag ccggaggcgg 

 2401  caggaaacca ggcgctaaag gcgcgccagt atactctaga gtcgacaccc ggggaattcc tcgagcgctc gtctctagct tggcgtaatc atggtcatag 

 2501  ctgtttcctg tgtgaaattg ttatccgctc acaattccac acaacatacg agccggaagc ataaagtgta aagcctgggg tgcctaatga gtgagctaac 

 2601  tcacattaat tgcgttgcgc tcactgcccg ctttccagtc gggaaacctg tcgtgccagc tgcattaatg aatcggccaa cgcgcgggga gaggcggttt 

 2701  gcgtattggg cgctcttccg cttcctcgct cactgactcg ctgcgctcgg tcgttcggct gcggcgagcg gtatcagctc actcaaaggc ggtaatacgg 

 2801  ttatccacag aatcagggga taacgcagga aagaacatgt gagcaaaagg ccagcaaaag gccaggaacc gtaaaaaggc cgcgttgctg gcgtttttcc 

 2901  ataggctccg cccccctgac gagcatcaca aaaatcgacg ctcaagtcag aggtggcgaa acccgacagg actataaaga taccaggcgt ttccccctgg 

 3001  aagctccctc gtgcgctctc ctgttccgac cctgccgctt accggatacc tgtccgcctt tctcccttcg ggaagcgtgg cgctttctca atgctcacgc 

 3101  tgtaggtatc tcagttcggt gtaggtcgtt cgctccaagc tgggctgtgt gcacgaaccc cccgttcagc ccgaccgctg cgccttatcc ggtaactatc 

 3201  gtcttgagtc caacccggta agacacgact tatcgccact ggcagcagcc actggtaaca ggattagcag agcgaggtat gtaggcggtg ctacagagtt 

 3301  cttgaagtgg tggcctaact acggctacac tagaaggaca gtatttggta tctgcgctct gctgaagcca gttaccttcg gaaaaagagt tggtagctct 

 3401  tgatccggca aacaaaccac cgctggtagc ggtggttttt ttgtttgcaa gcagcagatt acgcgcagaa aaaaaggatc tcaagaagat cctttgatct 

 3501  tttctacggg gtctgacgct cagtggaacg aaaactcacg ttaagggatt ttggtcatga gattatcaaa aaggatcttc acctagatcc ttttaaatta 

 3601  aaaatgaagt tttaaatcaa tctaaagtat atatgagtaa acttggtctg acagttacca atgcttaatc agtgaggcac ctatctcagc gatctgtcta 

 3701  tttcgttcat ccatagttgc ctgactcccc gtcgtgtaga taactacgat acgggagggc ttaccatctg gccccagtgc tgcaatgata ccgcgagacc 

 3801  cacgctcacc ggctccagat ttatcagcaa taaaccagcc agccggaagg gccgagcgca gaagtggtcc tgcaacttta tccgcctcca tccagtctat 

 3901  taattgttgc cgggaagcta gagtaagtag ttcgccagtt aatagtttgc gcaacgttgt tgccattgct acaggcatcg tggtgtcacg ctcgtcgttt 

 4001  ggtatggctt cattcagctc cggttcccaa cgatcaaggc gagttacatg atcccccatg ttgtgcaaaa aagcggttag ctccttcggt cctccgatcg 

 4101  ttgtcagaag taagttggcc gcagtgttat cactcatggt tatggcagca ctgcataatt ctcttactgt catgccatcc gtaagatgct tttctgtgac 

 4201  tggtgagtac tcaaccaagt cattctgaga atagtgtatg cggcgaccga gttgctcttg cccggcgtca atacgggata ataccgcgcc acatagcaga 

 4301  actttaaaag tgctcatcat tggaaaacgt tcttcggggc gaaaactctc aaggatctta ccgctgttga gatccagttc gatgtaaccc actcgtgcac 

 4401  ccaactgatc ttcagcatct tttactttca ccagcgtttc tgggtgagca aaaacaggaa ggcaaaatgc cgcaaaaaag ggaataaggg cgacacggaa 

 4501  atgttgaata ctcatactct tcctttttca atattattga agcatttatc agggttattg tctcatgagc ggatacatat ttgaatgtat ttagaaaaat 

 4601  aaacaaatag gggttccgcg cacatttccc cgaaaagtgc cacctgacgt ctaagaaacc attattatca tgacattaac ctataaaaat aggcgtatca 

 4701  cgaggccctt tcgtc 

 

 

> RDC3014 Translated Insert Sequence 
   1  mlinmkgilw mcstllltha lhqakmetsp pvkgslsgkv vlpchfstlp tlppnyntse flrikwskme vdkngkdike ttvlvaqngn ikigqdykgr 

 101  vsvpthpddv gdasltmvkl rasdagvyrc dvmygiedtq dtmslavdgv vfhyraatsr ytlnfaaaqq acldigavia speqlfaaye dgfeqcdagw 

 201  lsdqtvrypi rapregcygd mmgkegvrty gfrspqetyd vycyvdhldg dvfhitapsk ftfeeaeaec tsrdarlatv gelqaawrng fdqcdygwls 

 301  dasvrhpvtv araqcgggll gvrtlyrfen qtcfplpdsr fdaycfkrpd lcktnpclng gtcyptetsy vctcapgysg dqceldfdec hsnpcrngat 

 401  cvdgfntfrc lclpsyvgal ceqdtetcdy gwhkfqgqcy kyfahrrtwd aaerecrlqg ahltsilshe eqmfvnrvgh dyqwiglndk mfehdfrwtd 

 501  gsalqyenwr pnqpdsffsa gedcvviiwh engqwndvpc nyhltytckk gtvacgqppv venaktfgkm kpryeinsli ryhckdgfiq rhlptirclg 

 601  ngrwampkit cmnpsayqrt yskkylknss sakdnsints khehrwsrrr qetrr 

 

 


