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RDC2614

4085 bps

PfoI
NdeI HpaI

HindIII
BamHI
EcoRV
BmtI
NheI
NotI

BsmI
Van91I

MreI
SgrAI
NaeI
NgoMIV
BsaBI

BbsI

MscI
XcmI

BglII

AarI
BsgI

StyI
AflII

AleI
AscI

XbaI
SalI
ApoI
EcoRI
PspXI
XhoI

PciI

BsaI

SspI
AatII
ZraI

EcoO109I

hMGAT1 (1-445)

COLE1

AMP

Gene:  hMGAT1 

Accession: NP_002397 

Insert size: 1351bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hMGAT1 cDNA 
Plasmid 

MGAT1 mannosyl (alpha-1,3-)-

glycoprotein beta-1,2-N-

acetylglucosaminyltransferase 

[ Homo sapiens (human) ]  

Also known as: GnTI; MGAT; 

GLCT1; GLYT1; GNT-1; GNT-I; 

GLCNAC-TI 

Summary: 
MGAT1 is a type II transmembrane 
Golgi enzyme that regulates the 
branching of N-glycans. By 
transferring a GlcNAc residue to the 
alpha 3-linked mannose of the 
trimannosyl core of N-linked 
oligosaccharides, MGAT1 initiates 
the formation of complex and 
hybrid N-linked carbohydrates. 
MGAT1 is believed to be essential 
for normal embryogenesis.  
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> RDC2614 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgctgaaga agcagtctgc agggcttgtg ctgtggggcg ctatcctctt 

  501  tgtggcctgg aatgccctgc tgctcctctt cttctggacg cgcccagcac ctggcaggcc accctcagtc agcgctctcg atggcgaccc cgccagcctc 

  601  acccgggaag tgattcgcct ggcccaagac gccgaggtgg agctggagcg gcagcgtggg ctgctgcagc agatcgggga tgccctgtcg agccagcggg 

  701  ggagggtgcc caccgcggcc cctcccgccc agccgcgtgt gcctgtgacc cccgcgccgg cggtgattcc catcctggtc atcgcctgtg accgcagcac 

  801  tgttcggcgc tgcctggaca agctgctgca ttatcggccc tcggctgagc tcttccccat catcgttagc caggactgcg ggcacgagga gacggcccag 

  901  gccatcgcct cctacggcag cgcggtcacg cacatccggc agcccgacct gagcagcatt gcggtgccgc cggaccaccg caagttccag ggctactaca 

 1001  agatcgcgcg ccactaccgc tgggcgctgg gccaggtctt ccggcagttt cgcttccccg cggccgtggt ggtggaggat gacctggagg tggccccgga 

 1101  cttcttcgag tactttcggg ccacctatcc gctgctgaag gccgacccct ccctgtggtg cgtctcggcc tggaatgaca acggcaagga gcagatggtg 

 1201  gacgccagca ggcctgagct gctctaccgc accgactttt tccctggcct gggctggctg ctgttggccg agctctgggc tgagctggag cccaagtggc 

 1301  caaaggcctt ctgggacgac tggatgcggc ggccggagca gcggcagggg cgggcctgca tacgccctga gatctcaaga acgatgacct ttggccgcaa 

 1401  gggtgtgagc cacgggcagt tctttgacca gcacctcaag tttatcaagc tgaaccagca gtttgtgcac ttcacccagc tggacctgtc ttacctgcag 

 1501  cgggaggcct atgaccgaga tttcctcgcc cgcgtctacg gtgctcccca gctgcaggtg gagaaagtga ggaccaatga ccggaaggag ctgggggagg 

 1601  tgcgggtgca gtatacgggc agggacagct tcaaggcttt cgccaaggct ctgggtgtca tggatgacct taagtcgggg gttccgagag ctggctaccg 

 1701  gggtattgtc accttccagt tccggggccg ccgtgtccac ctggcgcccc cactgacgtg ggagggctat gatcctagct ggaattaaag gcgcgccagt 

 1801  atactctaga gtcgacaccc ggggaattcc tcgagcgctc gtctctagct tggcgtaatc atggtcatag ctgtttcctg tgtgaaattg ttatccgctc 

 1901  acaattccac acaacatacg agccggaagc ataaagtgta aagcctgggg tgcctaatga gtgagctaac tcacattaat tgcgttgcgc tcactgcccg 

 2001  ctttccagtc gggaaacctg tcgtgccagc tgcattaatg aatcggccaa cgcgcgggga gaggcggttt gcgtattggg cgctcttccg cttcctcgct 

 2101  cactgactcg ctgcgctcgg tcgttcggct gcggcgagcg gtatcagctc actcaaaggc ggtaatacgg ttatccacag aatcagggga taacgcagga 

 2201  aagaacatgt gagcaaaagg ccagcaaaag gccaggaacc gtaaaaaggc cgcgttgctg gcgtttttcc ataggctccg cccccctgac gagcatcaca 

 2301  aaaatcgacg ctcaagtcag aggtggcgaa acccgacagg actataaaga taccaggcgt ttccccctgg aagctccctc gtgcgctctc ctgttccgac 

 2401  cctgccgctt accggatacc tgtccgcctt tctcccttcg ggaagcgtgg cgctttctca atgctcacgc tgtaggtatc tcagttcggt gtaggtcgtt 

 2501  cgctccaagc tgggctgtgt gcacgaaccc cccgttcagc ccgaccgctg cgccttatcc ggtaactatc gtcttgagtc caacccggta agacacgact 

 2601  tatcgccact ggcagcagcc actggtaaca ggattagcag agcgaggtat gtaggcggtg ctacagagtt cttgaagtgg tggcctaact acggctacac 

 2701  tagaaggaca gtatttggta tctgcgctct gctgaagcca gttaccttcg gaaaaagagt tggtagctct tgatccggca aacaaaccac cgctggtagc 

 2801  ggtggttttt ttgtttgcaa gcagcagatt acgcgcagaa aaaaaggatc tcaagaagat cctttgatct tttctacggg gtctgacgct cagtggaacg 

 2901  aaaactcacg ttaagggatt ttggtcatga gattatcaaa aaggatcttc acctagatcc ttttaaatta aaaatgaagt tttaaatcaa tctaaagtat 

 3001  atatgagtaa acttggtctg acagttacca atgcttaatc agtgaggcac ctatctcagc gatctgtcta tttcgttcat ccatagttgc ctgactcccc 

 3101  gtcgtgtaga taactacgat acgggagggc ttaccatctg gccccagtgc tgcaatgata ccgcgagacc cacgctcacc ggctccagat ttatcagcaa 

 3201  taaaccagcc agccggaagg gccgagcgca gaagtggtcc tgcaacttta tccgcctcca tccagtctat taattgttgc cgggaagcta gagtaagtag 

 3301  ttcgccagtt aatagtttgc gcaacgttgt tgccattgct acaggcatcg tggtgtcacg ctcgtcgttt ggtatggctt cattcagctc cggttcccaa 

 3401  cgatcaaggc gagttacatg atcccccatg ttgtgcaaaa aagcggttag ctccttcggt cctccgatcg ttgtcagaag taagttggcc gcagtgttat 

 3501  cactcatggt tatggcagca ctgcataatt ctcttactgt catgccatcc gtaagatgct tttctgtgac tggtgagtac tcaaccaagt cattctgaga 

 3601  atagtgtatg cggcgaccga gttgctcttg cccggcgtca atacgggata ataccgcgcc acatagcaga actttaaaag tgctcatcat tggaaaacgt 

 3701  tcttcggggc gaaaactctc aaggatctta ccgctgttga gatccagttc gatgtaaccc actcgtgcac ccaactgatc ttcagcatct tttactttca 

 3801  ccagcgtttc tgggtgagca aaaacaggaa ggcaaaatgc cgcaaaaaag ggaataaggg cgacacggaa atgttgaata ctcatactct tcctttttca 

 3901  atattattga agcatttatc agggttattg tctcatgagc ggatacatat ttgaatgtat ttagaaaaat aaacaaatag gggttccgcg cacatttccc 

 4001  cgaaaagtgc cacctgacgt ctaagaaacc attattatca tgacattaac ctataaaaat aggcgtatca cgaggccctt tcgtc 

 

 

 

> RDC2614 Translated Insert Sequence 
   1  mlkkqsaglv lwgailfvaw nallllffwt rpapgrppsv saldgdpasl trevirlaqd aevelerqrg llqqigdals sqrgrvptaa ppaqprvpvt 

 101  papavipilv iacdrstvrr cldkllhyrp saelfpiivs qdcgheetaq aiasygsavt hirqpdlssi avppdhrkfq gyykiarhyr walgqvfrqf 

 201  rfpaavvved dlevapdffe yfratypllk adpslwcvsa wndngkeqmv dasrpellyr tdffpglgwl llaelwaele pkwpkafwdd wmrrpeqrqg 

 301  racirpeisr tmtfgrkgvs hgqffdqhlk fiklnqqfvh ftqldlsylq reaydrdfla rvygapqlqv ekvrtndrke lgevrvqytg rdsfkafaka 

 401  lgvmddlksg vpragyrgiv tfqfrgrrvh lappltwegy dpswn 
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