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RDC2292

4061 bps
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hSGCE (1-437)

COLE1

AMP

Gene:  hSGCE 

Accession: NP_003910 

Insert size: 1327bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 

hε-Sarcoglycan cDNA 
Plasmid 

SGCE sarcoglycan epsilon [ Homo 

sapiens (human) ]  

Also known as: ESG; DYT11; 

epsilon-SG 

Summary: 
SGCE is the epsilon member of the 
sarcoglycan family. Sarcoglycans are 
transmembrane proteins that are 
components of the dystrophin-
glycoprotein complex, which link the 
actin cytoskeleton to the 
extracellular matrix. Unlike other 
family members which are 
predominantly expressed in striated 
muscle, SGCE is more broadly 
expressed. Mutations in SGCE are 
associated with myoclonus-dystonia 
syndrome. Alternatively spliced 
transcripts encoding different 
proteins have been described.  
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> RDC2292 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgcaattgc cccggtggtg ggagctggga gacccctgtg cttggacggg 

  501  acagggtcgg gggacacgca ggatgagccc cgcgaccact ggcacattct tgctgacagt gtacagtatt ttctccaagg tacactccga tcggaatgta 

  601  tacccatcag caggtgtcct ctttgttcat gttttggaaa gagaatattt taagggggaa tttccacctt acccaaaacc tggcgagatt agtaatgatc 

  701  ccataacatt taatacaaat ttaatgggtt acccagaccg acctggatgg cttcgatata tccaaaggac accatatagt gatggagtcc tatatgggtc 

  801  cccaacagct gaaaatgtgg ggaagccaac aatcattgag ataactgcct acaacaggcg cacctttgag actgcaaggc ataatttgat aattaatata 

  901  atgtctgcag aagacttccc gttgccatat caagcagaat tcttcattaa gaatatgaat gtagaagaaa tgttggccag tgaggttctt ggagactttc 

 1001  ttggcgcagt gaaaaatgtg tggcagccag agcgcctgaa cgccataaac atcacatcgg ccctagacag gggtggcagg gtgccacttc ccattaatga 

 1101  cctgaaggag ggcgtttatg tcatggttgg tgcagatgtc ccgttttctt cttgtttacg agaagttgaa aatccacaga atcaattgag atgtagtcaa 

 1201  gaaatggagc ctgtaataac atgtgataaa aaatttcgta ctcaatttta cattgactgg tgcaaaattt cattggttga taaaacaaag caagtgtcca 

 1301  cctatcagga agtgattcgt ggagagggga ttttacctga tggtggagaa tacaaacccc cttctgattc tttgaaaagc agagactatt acacggattt 

 1401  cctaattaca ctggctgtgc cctcggcagt ggcactggtc ctttttctaa tacttgctta tatcatgtgc tgccgacggg aaggcgtgga aaagagaaac 

 1501  atgcaaacac cagacatcca actggtccat cacagtgcta ttcagaaatc taccaaggag cttcgagaca tgtccaagaa tagagagata gcatggcccc 

 1601  tgtcaacgct tcctgtgttc caccctgtga ctggggaaat catacctcct ttacacacag acaactatga tagcacaaac atgccattga tgcaaacgca 

 1701  gcagaacttg ccacatcaga ctcagattcc ccaacagcag actacaggta aatggtatcc ctaaaggcgc gccagtatac tctagagtcg acacccgggg 

 1801  aattcctcga gcgctcgtct ctagcttggc gtaatcatgg tcatagctgt ttcctgtgtg aaattgttat ccgctcacaa ttccacacaa catacgagcc 

 1901  ggaagcataa agtgtaaagc ctggggtgcc taatgagtga gctaactcac attaattgcg ttgcgctcac tgcccgcttt ccagtcggga aacctgtcgt 

 2001  gccagctgca ttaatgaatc ggccaacgcg cggggagagg cggtttgcgt attgggcgct cttccgcttc ctcgctcact gactcgctgc gctcggtcgt 

 2101  tcggctgcgg cgagcggtat cagctcactc aaaggcggta atacggttat ccacagaatc aggggataac gcaggaaaga acatgtgagc aaaaggccag 

 2201  caaaaggcca ggaaccgtaa aaaggccgcg ttgctggcgt ttttccatag gctccgcccc cctgacgagc atcacaaaaa tcgacgctca agtcagaggt 

 2301  ggcgaaaccc gacaggacta taaagatacc aggcgtttcc ccctggaagc tccctcgtgc gctctcctgt tccgaccctg ccgcttaccg gatacctgtc 

 2401  cgcctttctc ccttcgggaa gcgtggcgct ttctcaatgc tcacgctgta ggtatctcag ttcggtgtag gtcgttcgct ccaagctggg ctgtgtgcac 

 2501  gaaccccccg ttcagcccga ccgctgcgcc ttatccggta actatcgtct tgagtccaac ccggtaagac acgacttatc gccactggca gcagccactg 

 2601  gtaacaggat tagcagagcg aggtatgtag gcggtgctac agagttcttg aagtggtggc ctaactacgg ctacactaga aggacagtat ttggtatctg 

 2701  cgctctgctg aagccagtta ccttcggaaa aagagttggt agctcttgat ccggcaaaca aaccaccgct ggtagcggtg gtttttttgt ttgcaagcag 

 2801  cagattacgc gcagaaaaaa aggatctcaa gaagatcctt tgatcttttc tacggggtct gacgctcagt ggaacgaaaa ctcacgttaa gggattttgg 

 2901  tcatgagatt atcaaaaagg atcttcacct agatcctttt aaattaaaaa tgaagtttta aatcaatcta aagtatatat gagtaaactt ggtctgacag 

 3001  ttaccaatgc ttaatcagtg aggcacctat ctcagcgatc tgtctatttc gttcatccat agttgcctga ctccccgtcg tgtagataac tacgatacgg 

 3101  gagggcttac catctggccc cagtgctgca atgataccgc gagacccacg ctcaccggct ccagatttat cagcaataaa ccagccagcc ggaagggccg 

 3201  agcgcagaag tggtcctgca actttatccg cctccatcca gtctattaat tgttgccggg aagctagagt aagtagttcg ccagttaata gtttgcgcaa 

 3301  cgttgttgcc attgctacag gcatcgtggt gtcacgctcg tcgtttggta tggcttcatt cagctccggt tcccaacgat caaggcgagt tacatgatcc 

 3401  cccatgttgt gcaaaaaagc ggttagctcc ttcggtcctc cgatcgttgt cagaagtaag ttggccgcag tgttatcact catggttatg gcagcactgc 

 3501  ataattctct tactgtcatg ccatccgtaa gatgcttttc tgtgactggt gagtactcaa ccaagtcatt ctgagaatag tgtatgcggc gaccgagttg 

 3601  ctcttgcccg gcgtcaatac gggataatac cgcgccacat agcagaactt taaaagtgct catcattgga aaacgttctt cggggcgaaa actctcaagg 

 3701  atcttaccgc tgttgagatc cagttcgatg taacccactc gtgcacccaa ctgatcttca gcatctttta ctttcaccag cgtttctggg tgagcaaaaa 

 3801  caggaaggca aaatgccgca aaaaagggaa taagggcgac acggaaatgt tgaatactca tactcttcct ttttcaatat tattgaagca tttatcaggg 

 3901  ttattgtctc atgagcggat acatatttga atgtatttag aaaaataaac aaataggggt tccgcgcaca tttccccgaa aagtgccacc tgacgtctaa 

 4001  gaaaccatta ttatcatgac attaacctat aaaaataggc gtatcacgag gccctttcgt c 

 

 

 

> RDC2292 Translated Insert Sequence 
   1  mqlprwwelg dpcawtgqgr gtrrmspatt gtflltvysi fskvhsdrnv ypsagvlfvh vlereyfkge fppypkpgei sndpitfntn lmgypdrpgw 

 101  lryiqrtpys dgvlygspta envgkptiie itaynrrtfe tarhnliini msaedfplpy qaeffiknmn veemlasevl gdflgavknv wqperlnain 

 201  itsaldrggr vplpindlke gvyvmvgadv pfssclreve npqnqlrcsq emepvitcdk kfrtqfyidw ckislvdktk qvstyqevir gegilpdgge 

 301  ykppsdslks rdyytdflit lavpsavalv lflilayimc crregvekrn mqtpdiqlvh hsaiqkstke lrdmsknrei awplstlpvf hpvtgeiipp 

 401  lhtdnydstn mplmqtqqnl phqtqipqqq ttgkwyp 
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