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RDC1785

4910 bps
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AatII
ZraI

hNRG3 (1-720)
COLE1

AMP

Gene:  hNRG3 

Accession: P56975 

Insert size: 2176bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 
hNRG3 cDNA Plasmid 

NRG3 neuregulin 3 [ Homo 

sapiens (human) ]  

Also known as: HRG3; pro-NRG3 

Summary: 
NRG3 is a member of the neuregulin 
gene family. NRG3 has been shown 
to activate the tyrosine 
phosphorylation of its cognate 
receptor, ERBB4, and is thought to 
influence neuroblast proliferation, 
migration and differentiation by 
signaling through ERBB4. NRG3 also 
promotes mammary differentiation 
during embryogenesis. Alternatively 
spliced transcripts encoding 
different proteins have been 
described. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 

Page 1 of 2 



10/20/2016 Rev.0 

 
 
 
 

> RDC1785 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgagtgaag gtgctgccgc tgcctcgcca cctggtgccg cttcggcagc 

  501  cgccgcctcg gccgaggagg gcaccgcggc ggctgcggcg gcggcagcgg cgggcggggg cccggacggc ggcggcgaag gggcggccga gcccccccgg 

  601  gagttacgct gtagcgactg catcgtgtgg aaccggcagc agacgtggct gtgcgtggta cctctgttca tcggcttcat cggcctgggg ctcagcctca 

  701  tgcttctcaa atggatcgtg gtgggctccg tcaaggagta cgtgcccacc gacctagtgg actccaaggg gatgggccag gaccccttct tcctctccaa 

  801  gcccagctct ttccccaagg ccatggagac caccaccact accacttcca ccacgtcccc cgccaccccc tccgccgggg gtgccgcctc ctccaggacg 

  901  cccaaccgga ttagcactcg cctgaccacc atcacgcggg cgcccactcg cttccccggg caccgggtgc ccatccgggc cagcccgcgc tccaccacag 

 1001  cacggaacac tgcggcccct gcgacggtcc cgtccaccac ggccccgttc ttcagtagca gcacgctggg ctcccgaccc ccggtgccag gaactccaag 

 1101  tacccaggca atgccctcct ggcctactgc ggcatacgct acctcctcct accttcacga ttctactccc tcctggaccc tgtctccctt tcaggatgct 

 1201  gcctcctctt cttcctcttc ttcctcctcc gctaccacca ccacaccaga aactagcacc agccccaaat ttcatacgac gacatattcc acagagcgat 

 1301  ccgagcactt caaaccctgc cgagacaagg accttgcata ctgtctcaat gatggcgagt gctttgtgat cgaaaccctg accggatccc ataaacactg 

 1401  tcggtgcaaa gaaggctacc aaggagtccg ttgtgatcaa tttctgccga aaactgattc catcttatcg gatccaacag accacttggg gattgaattc 

 1501  atggagagtg aagaagttta tcaaaggcag gtgctgtcaa tttcatgtat catctttgga attgtcatcg tgggcatgtt ctgtgcagca ttctacttca 

 1601  aaagcaagaa acaagctaaa caaatccaag agcagctgaa agtgccacaa aatggtaaaa gctacagtct caaagcatcc agcacaatgg caaagtcaga 

 1701  gaacttggtg aagagccatg tccagctgca aaattattca aaggtggaaa ggcatcctgt gactgcattg gagaaaatga tggagtcaag ttttgtcggc 

 1801  ccccagtcat tccctgaggt cccttctcct gacagaggaa gccagtctgt caaacaccac aggagtctat cctcttgctg cagcccaggg caaagaagtg 

 1901  gcatgctcca taggaatgcc ttcagaagga cacccccgtc accccgaagt aggctaggtg gaattgtggg accagcatat cagcaactcg aagaatcaag 

 2001  gatcccagac caggatacga taccttgcca agggatagag gtcaggaaga ctatatccca cctgcctata cagctgtggt gtgttgaaag acccctggac 

 2101  ttaaagtatt catccagtgg tttaaaaacc caacgaaata catcaataaa tatgcaactg ccttcaagag agacaaaccc ctattttaat agcttggagc 

 2201  aaaaggacct ggtgggctat tcatccacaa gggccagttc tgtgcccatc atcccttcag tgggtttaga ggaaacctgc ctgcaaatgc cagggatttc 

 2301  tgaagtcaaa agcatcaaat ggtgcaaaaa ctcctattca gctgacgttg tcaatgtgag tattccagtc agcgattgtc ttatagcaga acaacaagaa 

 2401  gtgaaaatat tgctagaaac tgtccaggag cagatccgaa ttctgactga tgccagacgg tcagaagact acgaactggc cagcgtagaa accgaggaca 

 2501  gtgcaagcga aaacacagcc tttctccccc tgagtcccac agccaaatca gaacgagagg cgcaatttgt cttaagaaat gaaatacaaa gagactctgc 

 2601  attgaccaag taaaggcgcg ccagtatact ctagagtcga cacccgggga attcctcgag cgctcgtctc tagcttggcg taatcatggt catagctgtt 

 2701  tcctgtgtga aattgttatc cgctcacaat tccacacaac atacgagccg gaagcataaa gtgtaaagcc tggggtgcct aatgagtgag ctaactcaca 

 2801  ttaattgcgt tgcgctcact gcccgctttc cagtcgggaa acctgtcgtg ccagctgcat taatgaatcg gccaacgcgc ggggagaggc ggtttgcgta 

 2901  ttgggcgctc ttccgcttcc tcgctcactg actcgctgcg ctcggtcgtt cggctgcggc gagcggtatc agctcactca aaggcggtaa tacggttatc 

 3001  cacagaatca ggggataacg caggaaagaa catgtgagca aaaggccagc aaaaggccag gaaccgtaaa aaggccgcgt tgctggcgtt tttccatagg 

 3101  ctccgccccc ctgacgagca tcacaaaaat cgacgctcaa gtcagaggtg gcgaaacccg acaggactat aaagatacca ggcgtttccc cctggaagct 

 3201  ccctcgtgcg ctctcctgtt ccgaccctgc cgcttaccgg atacctgtcc gcctttctcc cttcgggaag cgtggcgctt tctcaatgct cacgctgtag 

 3301  gtatctcagt tcggtgtagg tcgttcgctc caagctgggc tgtgtgcacg aaccccccgt tcagcccgac cgctgcgcct tatccggtaa ctatcgtctt 

 3401  gagtccaacc cggtaagaca cgacttatcg ccactggcag cagccactgg taacaggatt agcagagcga ggtatgtagg cggtgctaca gagttcttga 

 3501  agtggtggcc taactacggc tacactagaa ggacagtatt tggtatctgc gctctgctga agccagttac cttcggaaaa agagttggta gctcttgatc 

 3601  cggcaaacaa accaccgctg gtagcggtgg tttttttgtt tgcaagcagc agattacgcg cagaaaaaaa ggatctcaag aagatccttt gatcttttct 

 3701  acggggtctg acgctcagtg gaacgaaaac tcacgttaag ggattttggt catgagatta tcaaaaagga tcttcaccta gatcctttta aattaaaaat 

 3801  gaagttttaa atcaatctaa agtatatatg agtaaacttg gtctgacagt taccaatgct taatcagtga ggcacctatc tcagcgatct gtctatttcg 

 3901  ttcatccata gttgcctgac tccccgtcgt gtagataact acgatacggg agggcttacc atctggcccc agtgctgcaa tgataccgcg agacccacgc 

 4001  tcaccggctc cagatttatc agcaataaac cagccagccg gaagggccga gcgcagaagt ggtcctgcaa ctttatccgc ctccatccag tctattaatt 

 4101  gttgccggga agctagagta agtagttcgc cagttaatag tttgcgcaac gttgttgcca ttgctacagg catcgtggtg tcacgctcgt cgtttggtat 

 4201  ggcttcattc agctccggtt cccaacgatc aaggcgagtt acatgatccc ccatgttgtg caaaaaagcg gttagctcct tcggtcctcc gatcgttgtc 

 4301  agaagtaagt tggccgcagt gttatcactc atggttatgg cagcactgca taattctctt actgtcatgc catccgtaag atgcttttct gtgactggtg 

 4401  agtactcaac caagtcattc tgagaatagt gtatgcggcg accgagttgc tcttgcccgg cgtcaatacg ggataatacc gcgccacata gcagaacttt 

 4501  aaaagtgctc atcattggaa aacgttcttc ggggcgaaaa ctctcaagga tcttaccgct gttgagatcc agttcgatgt aacccactcg tgcacccaac 

 4601  tgatcttcag catcttttac tttcaccagc gtttctgggt gagcaaaaac aggaaggcaa aatgccgcaa aaaagggaat aagggcgaca cggaaatgtt 

 4701  gaatactcat actcttcctt tttcaatatt attgaagcat ttatcagggt tattgtctca tgagcggata catatttgaa tgtatttaga aaaataaaca 

 4801  aataggggtt ccgcgcacat ttccccgaaa agtgccacct gacgtctaag aaaccattat tatcatgaca ttaacctata aaaataggcg tatcacgagg 

 4901  ccctttcgtc 

 

 

 

> RDC1785 Translated Insert Sequence 
   1  msegaaaasp pgaasaaaas aeegtaaaaa aaaagggpdg ggegaaeppr elrcsdcivw nrqqtwlcvv plfigfiglg lslmllkwiv vgsvkeyvpt 

 101  dlvdskgmgq dpfflskpss fpkametttt ttsttspatp saggaassrt pnristrltt itraptrfpg hrvpiraspr sttarntaap atvpsttapf 

 201  fssstlgsrp pvpgtpstqa mpswptaaya tssylhdstp swtlspfqda asssssssss attttpetst spkfhtttys tersehfkpc rdkdlaycln 

 301  dgecfvietl tgshkhcrck egyqgvrcdq flpktdsils dptdhlgief meseevyqrq vlsisciifg ivivgmfcaa fyfkskkqak qiqeqlkvpq 

 401  ngksyslkas stmaksenlv kshvqlqnys kverhpvtal ekmmessfvg pqsfpevpsp drgsqsvkhh rslssccspg qrsgmlhrna frrtppsprs 

 501  rlggivgpay qqleesripd qdtipcqgie vrktishlpi qlwcverpld lkysssglkt qrntsinmql psretnpyfn sleqkdlvgy sstrassvpi 

 601  ipsvgleetc lqmpgisevk sikwcknsys advvnvsipv sdcliaeqqe vkilletvqe qiriltdarr sedyelasve tedsasenta flplsptaks 

 701  ereaqfvlrn eiqrdsaltk 
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