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mGlut5 (1-501)

COLE1
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Gene:  mSlc2a5 

Accession: NP_062715 

Insert size: 1519bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 
mGLUT5 cDNA 
Plasmid 

Slc2a5 solute carrier family 2 

(facilitated glucose transporter), 

member 5 [ Mus musculus 

(house mouse) ]  

Also known as: Glut5; Slc5a; 

AI526984 

Summary: 
GLUT5 belongs to the facilitative 
glucose transport protein family that 
comprises 13 members. It is an 
integral membrane protein with 12 
transmembrane domains, and is 
expressed at variable levels in many 
tissues. GLUT5 is expressed at 
highest levels in small intestine and 
at lower levels in kidney, testis, 
skeletal muscle and adipose tissue. 
GLUT5 transports fructose in 
intestine, testis, and other tissues. 
GLUT5 may play a role in fructose 
uptake that takes place in clear 
renal cell carcinoma cells which 
leads to malignant renal cell 
carcinoma progression. 
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> RDC1021 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggaggaaa aacatcaaga ggagacaggg gagctgacat tggtccttgc 

  501  tctggcaacg ctcatcgctg cctttggctc atccttccaa tatgggtaca acgtagctgc cgtcaactct ccctcagagt tcatgcagca gttttacaat 

  601  gacacctact acgacagaaa tgaggagaat attgagtcct tcaccttgac gctgctgtgg tccctgacgg tgtccatgtt cccctttggg ggctttatag 

  701  gctctctcat ggttggaacc ttggtgaata aactgggcag aaaaggggcc ctgctgttca acaacatatt ctccatcctg ccggccatct taatgggctg 

  801  cagccaaatt gcccaatcgt ttgagctaat aattatttcc agacttctgg ttggaatctg tgcaggtatc tcttccaacg tggtccctat gtacttaggg 

  901  gagctggccc cgaaaaacct acgaggggct ctgggagtgg tcccgcaact cttcatcact gtcggcatcc ttgtggccca gctgtttggc cttcggagtc 

 1001  tcttggcaaa tgaggatggc tggccagttc tcctgggtct aactggagtc cccgcaggcc ttcagctcct cctcctcccg ttctttcccg agagcccccg 

 1101  ctacctgctg atccagaaga aagatgaagc agctgctgag agagccctcc agaccctccg aggctggaaa gacgtgcacc tagagatgga ggagatccgg 

 1201  aaggaggatg aggctgagaa ggcggcgggc ttcatctctg tgtggaagtt gttcactatg cagtctctcc gttggcaact catctccatg attgtcctca 

 1301  tggctggcca gcagctgtcg ggagtgaacg cgatctacta ctacgccgat cagatctacc tcagcgcagg cgtgaaaagc gacgacgtcc agtatgtgac 

 1401  agccgggact ggggccgtca atgtgttcat gaccatcctc acgatctttg tggtagagct ttggggacgg cgattcctac tcctcgtcgg cttctccacc 

 1501  tgcctcatag cctgcttagt gctgacggcc gcactggcgc tgcagaacac catctcctgg atgccctata tcagcattgt ctgtgtcatt gtctacgtca 

 1601  taggacacgc cttaggaccc agccccatcc ctgccctgct catcactgag atcttcctgc agtcctcccg gccagccgcc tacatgatcg gaggcagtgt 

 1701  ccactggctc tctaacttca ctgtggggct catcttcccc ttcattcaaa tgggcctcgg tccctacagc ttcattatct ttgcaaccat ctgtttcctc 

 1801  accaccatct acatcttcat ggtcgtccca gagaccaagg gcaggacatt cattgagatc aaccagattt ttaccatgaa gaacaaggtg tcagacgtat 

 1901  atccgaagaa ggaggaggag cttggcgccc tcccacacgc catcttggag cagtaaaggc gcgccagtat actctagagt cgacacccgg ggaattcctc 

 2001  gagcgctcgt ctctagcttg gcgtaatcat ggtcatagct gtttcctgtg tgaaattgtt atccgctcac aattccacac aacatacgag ccggaagcat 

 2101  aaagtgtaaa gcctggggtg cctaatgagt gagctaactc acattaattg cgttgcgctc actgcccgct ttccagtcgg gaaacctgtc gtgccagctg 

 2201  cattaatgaa tcggccaacg cgcggggaga ggcggtttgc gtattgggcg ctcttccgct tcctcgctca ctgactcgct gcgctcggtc gttcggctgc 

 2301  ggcgagcggt atcagctcac tcaaaggcgg taatacggtt atccacagaa tcaggggata acgcaggaaa gaacatgtga gcaaaaggcc agcaaaaggc 

 2401  caggaaccgt aaaaaggccg cgttgctggc gtttttccat aggctccgcc cccctgacga gcatcacaaa aatcgacgct caagtcagag gtggcgaaac 

 2501  ccgacaggac tataaagata ccaggcgttt ccccctggaa gctccctcgt gcgctctcct gttccgaccc tgccgcttac cggatacctg tccgcctttc 

 2601  tcccttcggg aagcgtggcg ctttctcaat gctcacgctg taggtatctc agttcggtgt aggtcgttcg ctccaagctg ggctgtgtgc acgaaccccc 

 2701  cgttcagccc gaccgctgcg ccttatccgg taactatcgt cttgagtcca acccggtaag acacgactta tcgccactgg cagcagccac tggtaacagg 

 2801  attagcagag cgaggtatgt aggcggtgct acagagttct tgaagtggtg gcctaactac ggctacacta gaaggacagt atttggtatc tgcgctctgc 

 2901  tgaagccagt taccttcgga aaaagagttg gtagctcttg atccggcaaa caaaccaccg ctggtagcgg tggttttttt gtttgcaagc agcagattac 

 3001  gcgcagaaaa aaaggatctc aagaagatcc tttgatcttt tctacggggt ctgacgctca gtggaacgaa aactcacgtt aagggatttt ggtcatgaga 

 3101  ttatcaaaaa ggatcttcac ctagatcctt ttaaattaaa aatgaagttt taaatcaatc taaagtatat atgagtaaac ttggtctgac agttaccaat 

 3201  gcttaatcag tgaggcacct atctcagcga tctgtctatt tcgttcatcc atagttgcct gactccccgt cgtgtagata actacgatac gggagggctt 

 3301  accatctggc cccagtgctg caatgatacc gcgagaccca cgctcaccgg ctccagattt atcagcaata aaccagccag ccggaagggc cgagcgcaga 

 3401  agtggtcctg caactttatc cgcctccatc cagtctatta attgttgccg ggaagctaga gtaagtagtt cgccagttaa tagtttgcgc aacgttgttg 

 3501  ccattgctac aggcatcgtg gtgtcacgct cgtcgtttgg tatggcttca ttcagctccg gttcccaacg atcaaggcga gttacatgat cccccatgtt 

 3601  gtgcaaaaaa gcggttagct ccttcggtcc tccgatcgtt gtcagaagta agttggccgc agtgttatca ctcatggtta tggcagcact gcataattct 

 3701  cttactgtca tgccatccgt aagatgcttt tctgtgactg gtgagtactc aaccaagtca ttctgagaat agtgtatgcg gcgaccgagt tgctcttgcc 

 3801  cggcgtcaat acgggataat accgcgccac atagcagaac tttaaaagtg ctcatcattg gaaaacgttc ttcggggcga aaactctcaa ggatcttacc 

 3901  gctgttgaga tccagttcga tgtaacccac tcgtgcaccc aactgatctt cagcatcttt tactttcacc agcgtttctg ggtgagcaaa aacaggaagg 

 4001  caaaatgccg caaaaaaggg aataagggcg acacggaaat gttgaatact catactcttc ctttttcaat attattgaag catttatcag ggttattgtc 

 4101  tcatgagcgg atacatattt gaatgtattt agaaaaataa acaaataggg gttccgcgca catttccccg aaaagtgcca cctgacgtct aagaaaccat 

 4201  tattatcatg acattaacct ataaaaatag gcgtatcacg aggccctttc gtc 

 

 

> RDC1021 Translated Insert Sequence 
   1  meekhqeetg eltlvlalat liaafgssfq ygynvaavns psefmqqfyn dtyydrneen iesftltllw sltvsmfpfg gfigslmvgt lvnklgrkga 

 101  llfnnifsil pailmgcsqi aqsfeliiis rllvgicagi ssnvvpmylg elapknlrga lgvvpqlfit vgilvaqlfg lrsllanedg wpvllgltgv 

 201  paglqllllp ffpespryll iqkkdeaaae ralqtlrgwk dvhlemeeir kedeaekaag fisvwklftm qslrwqlism ivlmagqqls gvnaiyyyad 

 301  qiylsagvks ddvqyvtagt gavnvfmtil tifvvelwgr rflllvgfst cliaclvlta alalqntisw mpyisivcvi vyvighalgp spipallite 

 401  iflqssrpaa ymiggsvhwl snftvglifp fiqmglgpys fiifaticfl ttiyifmvvp etkgrtfiei nqiftmknkv sdvypkkeee lgalphaile 

 501  q 
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