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Gene:  hSLC5A1 

Accession: NP_000334 

Insert size: 2008bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

 
hSGLT1/SLC5A1 
cDNA Plasmid 

SLC5A1 solute carrier 
family 5 (sodium/glucose 
cotransporter), member 1  
[ Homo sapiens (human) ]  

Also known as: NAGT; SGLT1 

Summary: 
SLC5A1 is a member of the 
sodium-dependent glucose 
transporter family. It is a 
membrane protein that is the 
mediator of dietary glucose 
and galactose uptake from the 
intestinal lumen. Mutations in 
SLC5A1 have been associated 
with glucose-galactose 
malabsorption. Multiple 
transcript variants encoding 
different proteins have been 
found for SLC5A1. 
 

FOR RESEARCH USE ONLY 

NOT FOR USE IN HUMANS 
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> RDC0654 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggacagta gcacctggag ccccaagacc accgcggtca cccggcctgt 

  501  tgagacccac gagctcattc gcaatgcagc cgatatctcc atcatcgtta tctacttcgt ggtagtgatg gccgtcggac tgtgggctat gttttccacc 

  601  aatcgtggga ctgttggagg cttcttcctg gcaggccgaa gtatggtgtg gtggccgatt ggagcctccc tctttgctag taacattgga agtggccact 

  701  ttgtggggct ggccgggact ggggcagctt caggcatcgc cattggaggc tttgaatgga atgccctggt tttggtggtt gtgctgggct ggctgtttgt 

  801  ccccatctat attaaggctg gggtggtgac aatgccagag tacctgagga agcggtttgg aggccagcgg atccaggtct acctttccct tctgtccctg 

  901  ctgctctaca ttttcaccaa gatctcggca gacatcttct cgggggccat attcatcaat ctggccttag gcctgaatct gtatttagcc atctttctct 

 1001  tattggcaat cactgccctt tacacaatta cagggggcct ggcggcggtg atttacacgg acaccttgca gacggtgatc atgctggtgg ggtctttaat 

 1101  cctgactggg tttgcttttc acgaagtggg aggctatgac gccttcatgg aaaagtacat gaaagccatt ccaaccatag tgtctgatgg caacaccacc 

 1201  tttcaggaaa aatgctacac tccaagggcc gactccttcc acatcttccg agatcccctc acgggagacc tcccatggcc tgggttcatc tttgggatgt 

 1301  ccatccttac cttgtggtac tggtgcacag atcaggtcat tgtgcagcgc tgcctctcag ccaagaatat gtctcacgtg aagggtggct gcatcctgtg 

 1401  tgggtatcta aagctgatgc ccatgttcat catggtgatg ccaggaatga tcagccgcat tctgtacaca gaaaaaattg cctgtgtcgt cccttcagaa 

 1501  tgtgagaaat attgcggtac caaggttggc tgtaccaaca tcgcctatcc aaccttagtg gtggagctca tgcccaatgg actgcgaggc ctgatgctat 

 1601  cagtcatgct ggcctccctc atgagctccc tgacctccat cttcaacagc gccagcaccc tcttcaccat ggacatctac gccaaggtcc gcaagagagc 

 1701  atctgagaaa gagctcatga ttgccggaag gttgtttatc ctggtgctga ttggcatcag catcgcctgg gtgcccattg tgcagtcagc acaaagtggg 

 1801  caactcttcg attacatcca gtccatcacc agttacttgg gaccacccat tgcggctgtc ttcctgcttg ctattttctg gaagagagtc aatgagccag 

 1901  gagccttttg gggactgatc ctaggacttc tgattgggat ttcacgtatg attactgagt ttgcttatgg aaccgggagc tgcatggagc ccagcaactg 

 2001  tcccacgatt atctgtgggg tgcactactt gtactttgcc attatcctct tcgccatttc tttcatcacc atcgtggtca tctccctcct caccaaaccc 

 2101  attccggatg tgcatctcta ccgtctgtgt tggagcctgc gcaacagcaa agaggagcgt attgacctgg atgcggaaga ggagaacatc caagaaggcc 

 2201  ctaaggagac cattgaaata gaaacacaag ttcctgagaa gaaaaaagga atcttcagga gagcctatga cctattttgt gggctagagc agcacggtgc 

 2301  acccaagatg actgaggaag aggagaaagc catgaagatg aagatgacgg acacctctga gaagcctttg tggaggacag tgttgaacgt caatggcatc 

 2401  atcctggtga ccgtggctgt cttttgccat gcatattttg cctaaaggcg cgccagtata ctctagagtc gacacccggg gaattcctcg agcgctcgtc 

 2501  tctagcttgg cgtaatcatg gtcatagctg tttcctgtgt gaaattgtta tccgctcaca attccacaca acatacgagc cggaagcata aagtgtaaag 

 2601  cctggggtgc ctaatgagtg agctaactca cattaattgc gttgcgctca ctgcccgctt tccagtcggg aaacctgtcg tgccagctgc attaatgaat 

 2701  cggccaacgc gcggggagag gcggtttgcg tattgggcgc tcttccgctt cctcgctcac tgactcgctg cgctcggtcg ttcggctgcg gcgagcggta 

 2801  tcagctcact caaaggcggt aatacggtta tccacagaat caggggataa cgcaggaaag aacatgtgag caaaaggcca gcaaaaggcc aggaaccgta 

 2901  aaaaggccgc gttgctggcg tttttccata ggctccgccc ccctgacgag catcacaaaa atcgacgctc aagtcagagg tggcgaaacc cgacaggact 

 3001  ataaagatac caggcgtttc cccctggaag ctccctcgtg cgctctcctg ttccgaccct gccgcttacc ggatacctgt ccgcctttct cccttcggga 

 3101  agcgtggcgc tttctcaatg ctcacgctgt aggtatctca gttcggtgta ggtcgttcgc tccaagctgg gctgtgtgca cgaacccccc gttcagcccg 

 3201  accgctgcgc cttatccggt aactatcgtc ttgagtccaa cccggtaaga cacgacttat cgccactggc agcagccact ggtaacagga ttagcagagc 

 3301  gaggtatgta ggcggtgcta cagagttctt gaagtggtgg cctaactacg gctacactag aaggacagta tttggtatct gcgctctgct gaagccagtt 

 3401  accttcggaa aaagagttgg tagctcttga tccggcaaac aaaccaccgc tggtagcggt ggtttttttg tttgcaagca gcagattacg cgcagaaaaa 

 3501  aaggatctca agaagatcct ttgatctttt ctacggggtc tgacgctcag tggaacgaaa actcacgtta agggattttg gtcatgagat tatcaaaaag 

 3601  gatcttcacc tagatccttt taaattaaaa atgaagtttt aaatcaatct aaagtatata tgagtaaact tggtctgaca gttaccaatg cttaatcagt 

 3701  gaggcaccta tctcagcgat ctgtctattt cgttcatcca tagttgcctg actccccgtc gtgtagataa ctacgatacg ggagggctta ccatctggcc 

 3801  ccagtgctgc aatgataccg cgagacccac gctcaccggc tccagattta tcagcaataa accagccagc cggaagggcc gagcgcagaa gtggtcctgc 

 3901  aactttatcc gcctccatcc agtctattaa ttgttgccgg gaagctagag taagtagttc gccagttaat agtttgcgca acgttgttgc cattgctaca 

 4001  ggcatcgtgg tgtcacgctc gtcgtttggt atggcttcat tcagctccgg ttcccaacga tcaaggcgag ttacatgatc ccccatgttg tgcaaaaaag 

 4101  cggttagctc cttcggtcct ccgatcgttg tcagaagtaa gttggccgca gtgttatcac tcatggttat ggcagcactg cataattctc ttactgtcat 

 4201  gccatccgta agatgctttt ctgtgactgg tgagtactca accaagtcat tctgagaata gtgtatgcgg cgaccgagtt gctcttgccc ggcgtcaata 

 4301  cgggataata ccgcgccaca tagcagaact ttaaaagtgc tcatcattgg aaaacgttct tcggggcgaa aactctcaag gatcttaccg ctgttgagat 

 4401  ccagttcgat gtaacccact cgtgcaccca actgatcttc agcatctttt actttcacca gcgtttctgg gtgagcaaaa acaggaaggc aaaatgccgc 

 4501  aaaaaaggga ataagggcga cacggaaatg ttgaatactc atactcttcc tttttcaata ttattgaagc atttatcagg gttattgtct catgagcgga 

 4601  tacatatttg aatgtattta gaaaaataaa caaatagggg ttccgcgcac atttccccga aaagtgccac ctgacgtcta agaaaccatt attatcatga 

 4701  cattaaccta taaaaatagg cgtatcacga ggccctttcg tc 

 

 

> RDC0654 Translated Insert Sequence 
   1  mdsstwspkt tavtrpveth elirnaadis iiviyfvvvm avglwamfst nrgtvggffl agrsmvwwpi gaslfasnig sghfvglagt gaasgiaigg 

 101  fewnalvlvv vlgwlfvpiy ikagvvtmpe ylrkrfggqr iqvylsllsl llyiftkisa difsgaifin lalglnlyla iflllaital ytitgglaav 

 201  iytdtlqtvi mlvgsliltg fafhevggyd afmekymkai ptivsdgntt fqekcytpra dsfhifrdpl tgdlpwpgfi fgmsiltlwy wctdqvivqr 

 301  clsaknmshv kggcilcgyl klmpmfimvm pgmisrilyt ekiacvvpse cekycgtkvg ctniayptlv velmpnglrg lmlsvmlasl mssltsifns 

 401  astlftmdiy akvrkrasek elmiagrlfi lvligisiaw vpivqsaqsg qlfdyiqsit sylgppiaav fllaifwkrv nepgafwgli lglligisrm 

 501  itefaygtgs cmepsncpti icgvhylyfa iilfaisfit ivvislltkp ipdvhlyrlc wslrnskeer idldaeeeni qegpketiei etqvpekkkg 

 601  ifrraydlfc gleqhgapkm teeeekamkm kmtdtsekpl wrtvlnvngi ilvtvavfch ayfa 
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