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Gene:  hGLUT3 

Accession: NP_008862 

Insert size: 1504bp 

Concentration: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

  

 

hGLUT3 cDNA 
Plasmid 

SLC2A3 solute carrier family 2 
(facilitated glucose transporter), 
member 3 [ Homo sapiens ]  

Also known as: GLUT3 

Summary:  
GLUT3 is a multi-pass membrane 
protein belonging to the glucose 
transporter subfamily. It is a 
facilitative glucose transporter 
responsible for constitutive or 
basal glucose uptake. GLUT3 is 
highly expressed in brain as well 
as being expressed in many other 
tissues. There is an in vivo 
interaction between podocalyxin 
and GLUT3 however the function 
of podocalyxin in stem cells and 
malignant cells is unclear. 
 

FOR RESEARCH USE ONLY 
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> RDC0131 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggggacac agaaggtcac cccagctctg atatttgcca tcacagttgc 

  501  tacaatcggc tctttccaat ttggctacaa cactggggtc atcaatgctc ctgagaagat cataaaggaa tttatcaata aaactttgac ggacaaggga 

  601  aatgccccac cctctgaggt gctgctcacg tctctctggt ccttgtctgt ggccatattt tccgtcgggg gtatgatcgg ctccttttcc gtcggactct 

  701  tcgtcaaccg ctttggcagg cgcaattcaa tgctgattgt caacctgttg gctgtcactg gtggctgctt tatgggactg tgtaaagtag ctaagtcggt 

  801  tgaaatgctg atcctgggtc gcttggttat tggcctcttc tgcggactct gcacaggttt tgtgcccatg tacattggag agatctcgcc tactgccctg 

  901  cggggtgcct ttggcactct caaccagctg ggcatcgttg ttggaattct ggtggcccag atctttggtc tggaattcat ccttgggtct gaagagctat 

 1001  ggccgctgct actgggtttt accatccttc ctgctatcct acaaagtgca gcccttccat tttgccctga aagtcccaga tttttgctca ttaacagaaa 

 1101  agaagaggag aatgctaagc agatcctcca gcggttgtgg ggcacccagg atgtatccca agacatccag gagatgaaag atgagagtgc aaggatgtca 

 1201  caagaaaagc aagtcaccgt gctagagctc tttagagtgt ccagctaccg acagcccatc atcatttcca ttgtgctcca gctctctcag cagctctctg 

 1301  ggatcaatgc tgtgttctat tactcaacag gaatcttcaa ggatgcaggt gttcaagagc ccatctatgc caccatcggc gcgggtgtgg ttaatactat 

 1401  cttcactgta gtttctctat ttctggtgga aagggcagga agaaggactc tgcatatgat aggccttgga gggatggctt tttgttccac gctcatgact 

 1501  gtttctttgt tattaaagga taactataat gggatgagct ttgtctgtat tggggctatc ttggtctttg tagccttctt tgaaattgga ccaggcccca 

 1601  ttccctggtt tattgtggcc gaactcttca gccagggccc ccgcccagct gcgatggcag tggccggctg ctccaactgg acctccaact tcctagtcgg 

 1701  attgctcttc ccctccgctg ctcactattt aggagcctac gtttttatta tcttcaccgg cttcctcatt accttcttgg cttttacctt cttcaaagtc 

 1801  cctgagaccc gtggcaggac ttttgaggat atcacacggg cctttgaagg gcaggcacac ggtgcagata gatctggaaa ggacggcgtc atggagatga 

 1901  acagcatcga gcctgctaag gagaccacca ccaatgtcta aaggcgcgcc agtatactct agagtcgaca cccggggaat tcctcgagcg ctcgtctcta 

 2001  gcttggcgta atcatggtca tagctgtttc ctgtgtgaaa ttgttatccg ctcacaattc cacacaacat acgagccgga agcataaagt gtaaagcctg 

 2101  gggtgcctaa tgagtgagct aactcacatt aattgcgttg cgctcactgc ccgctttcca gtcgggaaac ctgtcgtgcc agctgcatta atgaatcggc 

 2201  caacgcgcgg ggagaggcgg tttgcgtatt gggcgctctt ccgcttcctc gctcactgac tcgctgcgct cggtcgttcg gctgcggcga gcggtatcag 

 2301  ctcactcaaa ggcggtaata cggttatcca cagaatcagg ggataacgca ggaaagaaca tgtgagcaaa aggccagcaa aaggccagga accgtaaaaa 

 2401  ggccgcgttg ctggcgtttt tccataggct ccgcccccct gacgagcatc acaaaaatcg acgctcaagt cagaggtggc gaaacccgac aggactataa 

 2501  agataccagg cgtttccccc tggaagctcc ctcgtgcgct ctcctgttcc gaccctgccg cttaccggat acctgtccgc ctttctccct tcgggaagcg 

 2601  tggcgctttc tcaatgctca cgctgtaggt atctcagttc ggtgtaggtc gttcgctcca agctgggctg tgtgcacgaa ccccccgttc agcccgaccg 

 2701  ctgcgcctta tccggtaact atcgtcttga gtccaacccg gtaagacacg acttatcgcc actggcagca gccactggta acaggattag cagagcgagg 

 2801  tatgtaggcg gtgctacaga gttcttgaag tggtggccta actacggcta cactagaagg acagtatttg gtatctgcgc tctgctgaag ccagttacct 

 2901  tcggaaaaag agttggtagc tcttgatccg gcaaacaaac caccgctggt agcggtggtt tttttgtttg caagcagcag attacgcgca gaaaaaaagg 

 3001  atctcaagaa gatcctttga tcttttctac ggggtctgac gctcagtgga acgaaaactc acgttaaggg attttggtca tgagattatc aaaaaggatc 

 3101  ttcacctaga tccttttaaa ttaaaaatga agttttaaat caatctaaag tatatatgag taaacttggt ctgacagtta ccaatgctta atcagtgagg 

 3201  cacctatctc agcgatctgt ctatttcgtt catccatagt tgcctgactc cccgtcgtgt agataactac gatacgggag ggcttaccat ctggccccag 

 3301  tgctgcaatg ataccgcgag acccacgctc accggctcca gatttatcag caataaacca gccagccgga agggccgagc gcagaagtgg tcctgcaact 

 3401  ttatccgcct ccatccagtc tattaattgt tgccgggaag ctagagtaag tagttcgcca gttaatagtt tgcgcaacgt tgttgccatt gctacaggca 

 3501  tcgtggtgtc acgctcgtcg tttggtatgg cttcattcag ctccggttcc caacgatcaa ggcgagttac atgatccccc atgttgtgca aaaaagcggt 

 3601  tagctccttc ggtcctccga tcgttgtcag aagtaagttg gccgcagtgt tatcactcat ggttatggca gcactgcata attctcttac tgtcatgcca 

 3701  tccgtaagat gcttttctgt gactggtgag tactcaacca agtcattctg agaatagtgt atgcggcgac cgagttgctc ttgcccggcg tcaatacggg 

 3801  ataataccgc gccacatagc agaactttaa aagtgctcat cattggaaaa cgttcttcgg ggcgaaaact ctcaaggatc ttaccgctgt tgagatccag 

 3901  ttcgatgtaa cccactcgtg cacccaactg atcttcagca tcttttactt tcaccagcgt ttctgggtga gcaaaaacag gaaggcaaaa tgccgcaaaa 

 4001  aagggaataa gggcgacacg gaaatgttga atactcatac tcttcctttt tcaatattat tgaagcattt atcagggtta ttgtctcatg agcggataca 

 4101  tatttgaatg tatttagaaa aataaacaaa taggggttcc gcgcacattt ccccgaaaag tgccacctga cgtctaagaa accattatta tcatgacatt 

 4201  aacctataaa aataggcgta tcacgaggcc ctttcgtc 

  

 

> RDC0131 Translated Insert Sequence 
   1  mgtqkvtpal ifaitvatig sfqfgyntgv inapekiike finktltdkg nappsevllt slwslsvaif svggmigsfs vglfvnrfgr rnsmlivnll 

 101  avtggcfmgl ckvaksveml ilgrlviglf cglctgfvpm yigeisptal rgafgtlnql givvgilvaq ifglefilgs eelwplllgf tilpailqsa 

 201  alpfcpespr fllinrkeee nakqilqrlw gtqdvsqdiq emkdesarms qekqvtvlel frvssyrqpi iisivlqlsq qlsginavfy ystgifkdag 

 301  vqepiyatig agvvntiftv vslflverag rrtlhmiglg gmafcstlmt vslllkdnyn gmsfvcigai lvfvaffeig pgpipwfiva elfsqgprpa 

 401  amavagcsnw tsnflvgllf psaahylgay vfiiftgfli tflaftffkv petrgrtfed itrafegqah gadrsgkdgv memnsiepak etttnv 
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