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Gene:  hS1P5/EDG-8 

Accession: NP_110387 

Insert size: 1209bp 

Package size: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

  

 

hS1P5/EDG-8 cDNA 
Plasmid  

S1PR5 sphingosine-1-phosphate 
receptor 5 [ Homo sapiens ]  

Also known as:  S1P5; Edg-8; SPPR-

1; SPPR-2 

Summary: 
EDG-8 is a G protein-linked seven 
transmembrane domain 
spanning receptor that binds 
lysosphingolipid sphingosine 1-
phosphate. EDG-8 is 
predominantly expressed in 
peripheral tissues, brain, spleen 
and peripheral blood leucocytes. 
It regulates cell proliferation, 
apoptosis, motility, and neurite 
retraction. EDG-8 is up-regulated 
in large granular lymphocytic 
leukemias and is required for 
sphingosine 1-phosphate-
induced autophagy in human 
prostate cancer PC-3 cells. 
 

FOR RESEARCH USE ONLY 
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> RDC0056 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atggagtcgg ggctgctgcg gccggcgccg gtgagcgagg tcatcgtcct 

  501  gcattacaac tacaccggca agctccgcgg tgcgcgctac cagccgggtg ccggcctgcg cgccgacgcc gtggtgtgcc tggcggtgtg cgccttcatc 

  601  gtgctagaga atctagccgt gttgttggtg ctcggacgcc acccgcgctt ccacgctccc atgttcctgc tcctgggcag cctcacgttg tcggatctgc 

  701  tggcaggcgc cgcctacgcc gccaacatcc tactgtcggg gccgctcacg ctgaaactgt cccccgcgct ctggttcgca cgggagggag gcgtcttcgt 

  801  ggcactcact gcgtccgtgc tgagcctcct ggccatcgcg ctggagcgca gcctcaccat ggcgcgcagg gggcccgcgc ccgtctccag tcgggggcgc 

  901  acgctggcga tggcagccgc ggcctggggc gtgtcgctgc tcctcgggct cctgccagcg ctgggctgga attgcctggg tcgcctggac gcttgctcca 

 1001  ctgtcttgcc gctctacgcc aaggcctacg tgctcttctg cgtgctcgcc ttcgtgggca tcctggccgc gatctgtgca ctctacgcgc gcatctactg 

 1101  ccaggtacgc gccaacgcgc ggcgcctgcc ggcacggccc gggactgcgg ggaccacctc gacccgggcg cgtcgcaagc cgcgctcgct ggccttgctg 

 1201  cgcacgctca gcgtggtgct cctggccttt gtggcatgtt ggggccccct cttcctgctg ctgttgctcg acgtggcgtg cccggcgcgc acctgtcctg 

 1301  tactcctgca ggccgatccc ttcctgggac tggccatggc caactcactt ctgaacccca tcatctacac gctcaccaac cgcgacctgc gccacgcgct 

 1401  cctgcgcctg gtctgctgcg gacgccactc ctgcggcaga gacccgagtg gctcccagca gtcggcgagc gcggctgagg cttccggggg cctgcgccgc 

 1501  tgcctgcccc cgggccttga tgggagcttc agcggctcgg agcgctcatc gccccagcgc gacgggctgg acaccagcgg ctccacaggc agccccggtg 

 1601  cacccacagc cgcccggact ctggtatcag aaccggctgc agactgaggc gcgccagtat actctagagt cgacacccgg ggaattcctc gagcgctcgt 

 1701  ctctagcttg gcgtaatcat ggtcatagct gtttcctgtg tgaaattgtt atccgctcac aattccacac aacatacgag ccggaagcat aaagtgtaaa 

 1801  gcctggggtg cctaatgagt gagctaactc acattaattg cgttgcgctc actgcccgct ttccagtcgg gaaacctgtc gtgccagctg cattaatgaa 

 1901  tcggccaacg cgcggggaga ggcggtttgc gtattgggcg ctcttccgct tcctcgctca ctgactcgct gcgctcggtc gttcggctgc ggcgagcggt 

 2001  atcagctcac tcaaaggcgg taatacggtt atccacagaa tcaggggata acgcaggaaa gaacatgtga gcaaaaggcc agcaaaaggc caggaaccgt 

 2101  aaaaaggccg cgttgctggc gtttttccat aggctccgcc cccctgacga gcatcacaaa aatcgacgct caagtcagag gtggcgaaac ccgacaggac 

 2201  tataaagata ccaggcgttt ccccctggaa gctccctcgt gcgctctcct gttccgaccc tgccgcttac cggatacctg tccgcctttc tcccttcggg 

 2301  aagcgtggcg ctttctcaat gctcacgctg taggtatctc agttcggtgt aggtcgttcg ctccaagctg ggctgtgtgc acgaaccccc cgttcagccc 

 2401  gaccgctgcg ccttatccgg taactatcgt cttgagtcca acccggtaag acacgactta tcgccactgg cagcagccac tggtaacagg attagcagag 

 2501  cgaggtatgt aggcggtgct acagagttct tgaagtggtg gcctaactac ggctacacta gaaggacagt atttggtatc tgcgctctgc tgaagccagt 

 2601  taccttcgga aaaagagttg gtagctcttg atccggcaaa caaaccaccg ctggtagcgg tggttttttt gtttgcaagc agcagattac gcgcagaaaa 

 2701  aaaggatctc aagaagatcc tttgatcttt tctacggggt ctgacgctca gtggaacgaa aactcacgtt aagggatttt ggtcatgaga ttatcaaaaa 

 2801  ggatcttcac ctagatcctt ttaaattaaa aatgaagttt taaatcaatc taaagtatat atgagtaaac ttggtctgac agttaccaat gcttaatcag 

 2901  tgaggcacct atctcagcga tctgtctatt tcgttcatcc atagttgcct gactccccgt cgtgtagata actacgatac gggagggctt accatctggc 

 3001  cccagtgctg caatgatacc gcgagaccca cgctcaccgg ctccagattt atcagcaata aaccagccag ccggaagggc cgagcgcaga agtggtcctg 

 3101  caactttatc cgcctccatc cagtctatta attgttgccg ggaagctaga gtaagtagtt cgccagttaa tagtttgcgc aacgttgttg ccattgctac 

 3201  aggcatcgtg gtgtcacgct cgtcgtttgg tatggcttca ttcagctccg gttcccaacg atcaaggcga gttacatgat cccccatgtt gtgcaaaaaa 

 3301  gcggttagct ccttcggtcc tccgatcgtt gtcagaagta agttggccgc agtgttatca ctcatggtta tggcagcact gcataattct cttactgtca 

 3401  tgccatccgt aagatgcttt tctgtgactg gtgagtactc aaccaagtca ttctgagaat agtgtatgcg gcgaccgagt tgctcttgcc cggcgtcaat 

 3501  acgggataat accgcgccac atagcagaac tttaaaagtg ctcatcattg gaaaacgttc ttcggggcga aaactctcaa ggatcttacc gctgttgaga 

 3601  tccagttcga tgtaacccac tcgtgcaccc aactgatctt cagcatcttt tactttcacc agcgtttctg ggtgagcaaa aacaggaagg caaaatgccg 

 3701  caaaaaaggg aataagggcg acacggaaat gttgaatact catactcttc ctttttcaat attattgaag catttatcag ggttattgtc tcatgagcgg 

 3801  atacatattt gaatgtattt agaaaaataa acaaataggg gttccgcgca catttccccg aaaagtgcca cctgacgtct aagaaaccat tattatcatg 

 3901  acattaacct ataaaaatag gcgtatcacg aggccctttc gtc 

  

 

> RDC0056 Translated Insert Sequence 
   1  mesgllrpap vsevivlhyn ytgklrgary qpgaglrada vvclavcafi vlenlavllv lgrhprfhap mflllgsltl sdllagaaya anillsgplt 

 101  lklspalwfa reggvfvalt asvlsllaia lersltmarr gpapvssrgr tlamaaaawg vslllgllpa lgwnclgrld acstvlplya kayvlfcvla 

 201  fvgilaaica lyariycqvr anarrlparp gtagttstra rrkprslall rtlsvvllaf vacwgplfll llldvacpar tcpvllqadp flglamansl 

 301  lnpiiytltn rdlrhallrl vccgrhscgr dpsgsqqsas aaeasgglrr clppgldgsf sgsersspqr dgldtsgstg spgaptaart lvsepaad 
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