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Gene:  hS1P2/EDG-5 

Accession: NP_004221 

Insert size: 1074bp 

Package size: 10µg at 0.2μg/μL 

This shuttle vector contains the complete ORF for the gene of interest, 

along with a Kozak consensus sequence for optimal translation 

initiation. It is inserted NotI to AscI. The gene insert is flanked with 

convenient multiple cloning sites which can be used to easily cut and 

transfer the gene cassette into your desired expression vector.  

Formulation cDNA is provided in 10 mM Tris-Cl, pH 8.5 
 

Shipping Ships at ambient temperature 
 

Stability 1 year from date of receipt when stored at -20°C to  

-80°C 

Storage Use a manual defrost freezer and avoid repeated 

freeze-thaw cycles. 

  

 

hS1P2/EDG-5 cDNA 
Plasmid  

S1PR2 sphingosine-1-phosphate 
receptor 2 [ Homo sapiens ]  

Also known as: H218; LPB2; S1P2; 

AGR16; EDG5; Gpcr13 

Summary: 
EDG-5 is a G protein-linked seven 
transmembrane domain 
spanning receptor that binds 
sphingosine-1-phosphate. EDG-5 
is expressed predominantly in 
the lung, heart, kidney, liver, 
spleen, thymus, testis and brain. 
It is involved in mediating 
mitogenic and anti-apoptotic 
effects. EDG-5 signaling plays an 
important role in liver fibrosis 
and is involved in the directed 
migration of hepatic 
myofibroblasts into the damaged 
areas. 
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> RDC0055 Plasmid DNA Sequence 
    1  tcgcgcgttt cggtgatgac ggtgaaaacc tctgacacat gcagctcccg gagacggtca cagcttgtct gtaagcggat gccgggagca gacaagcccg 

  101  tcagggcgcg tcagcgggtg ttggcgggtg tcggggctgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg gtgtgaaata 

  201  ccgcacagat gcgtaaggag aaaataccgc atcaggcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc tcttcgctat 

  301  tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgaatt 

  401  ggagacgtgt taacaagctt ggatccgata tcgctagcgc ggccgccacc atgggcagct tgtactcgga gtacctgaac cccaacaagg tccaggaaca 

  501  ctataattat accaaggaga cgctggaaac gcaggagacg acctcccgcc aggtggcctc ggccttcatc gtcatcctct gttgcgccat tgtggtggaa 

  601  aaccttctgg tgctcattgc ggtggcccga aacagcaagt tccactcggc aatgtacctg tttctgggca acctggccgc ctccgatcta ctggcaggcg 

  701  tggccttcgt agccaatacc ttgctctctg gctctgtcac gctgaggctg acgcctgtgc agtggtttgc ccgggagggc tctgccttca tcacgctctc 

  801  ggcctctgtc ttcagcctcc tggccatcgc cattgagcgc cacgtggcca ttgccaaggt caagctgtat ggcagcgaca agagctgccg catgcttctg 

  901  ctcatcgggg cctcgtggct catctcgctg gtcctcggtg gcctgcccat ccttggctgg aactgcctgg gccacctcga ggcctgctcc actgtcctgc 

 1001  ctctctacgc caagcattat gtgctgtgcg tggtgaccat cttctccatc atcctgttgg ccatcgtggc cctgtacgtg cgcatctact gcgtggtccg 

 1101  ctcaagccac gctgacatgg ccgccccgca gacgctagcc ctgctcaaga cggtcaccat cgtgctaggc gtctttatcg tctgctggct gcccgccttc 

 1201  agcatcctcc ttctggacta tgcctgtccc gtccactcct gcccgatcct ctacaaagcc cactactttt tcgccgtctc caccctgaat tccctgctca 

 1301  accccgtcat ctacacgtgg cgcagccggg acctgcggcg ggaggtgctt cggccgctgc agtgctggcg gccgggggtg ggggtgcaag gacggaggcg 

 1401  gggcgggacc ccgggccacc acctcctgcc actccgcagc tccagctccc tggagagggg catgcacatg cccacgtcac ccacgtttct ggagggcaac 

 1501  acggtggtct gaggcgcgcc agtatactct agagtcgaca cccggggaat tcctcgagcg ctcgtctcta gcttggcgta atcatggtca tagctgtttc 

 1601  ctgtgtgaaa ttgttatccg ctcacaattc cacacaacat acgagccgga agcataaagt gtaaagcctg gggtgcctaa tgagtgagct aactcacatt 

 1701  aattgcgttg cgctcactgc ccgctttcca gtcgggaaac ctgtcgtgcc agctgcatta atgaatcggc caacgcgcgg ggagaggcgg tttgcgtatt 

 1801  gggcgctctt ccgcttcctc gctcactgac tcgctgcgct cggtcgttcg gctgcggcga gcggtatcag ctcactcaaa ggcggtaata cggttatcca 

 1901  cagaatcagg ggataacgca ggaaagaaca tgtgagcaaa aggccagcaa aaggccagga accgtaaaaa ggccgcgttg ctggcgtttt tccataggct 

 2001  ccgcccccct gacgagcatc acaaaaatcg acgctcaagt cagaggtggc gaaacccgac aggactataa agataccagg cgtttccccc tggaagctcc 

 2101  ctcgtgcgct ctcctgttcc gaccctgccg cttaccggat acctgtccgc ctttctccct tcgggaagcg tggcgctttc tcaatgctca cgctgtaggt 

 2201  atctcagttc ggtgtaggtc gttcgctcca agctgggctg tgtgcacgaa ccccccgttc agcccgaccg ctgcgcctta tccggtaact atcgtcttga 

 2301  gtccaacccg gtaagacacg acttatcgcc actggcagca gccactggta acaggattag cagagcgagg tatgtaggcg gtgctacaga gttcttgaag 

 2401  tggtggccta actacggcta cactagaagg acagtatttg gtatctgcgc tctgctgaag ccagttacct tcggaaaaag agttggtagc tcttgatccg 

 2501  gcaaacaaac caccgctggt agcggtggtt tttttgtttg caagcagcag attacgcgca gaaaaaaagg atctcaagaa gatcctttga tcttttctac 

 2601  ggggtctgac gctcagtgga acgaaaactc acgttaaggg attttggtca tgagattatc aaaaaggatc ttcacctaga tccttttaaa ttaaaaatga 

 2701  agttttaaat caatctaaag tatatatgag taaacttggt ctgacagtta ccaatgctta atcagtgagg cacctatctc agcgatctgt ctatttcgtt 

 2801  catccatagt tgcctgactc cccgtcgtgt agataactac gatacgggag ggcttaccat ctggccccag tgctgcaatg ataccgcgag acccacgctc 

 2901  accggctcca gatttatcag caataaacca gccagccgga agggccgagc gcagaagtgg tcctgcaact ttatccgcct ccatccagtc tattaattgt 

 3001  tgccgggaag ctagagtaag tagttcgcca gttaatagtt tgcgcaacgt tgttgccatt gctacaggca tcgtggtgtc acgctcgtcg tttggtatgg 

 3101  cttcattcag ctccggttcc caacgatcaa ggcgagttac atgatccccc atgttgtgca aaaaagcggt tagctccttc ggtcctccga tcgttgtcag 

 3201  aagtaagttg gccgcagtgt tatcactcat ggttatggca gcactgcata attctcttac tgtcatgcca tccgtaagat gcttttctgt gactggtgag 

 3301  tactcaacca agtcattctg agaatagtgt atgcggcgac cgagttgctc ttgcccggcg tcaatacggg ataataccgc gccacatagc agaactttaa 

 3401  aagtgctcat cattggaaaa cgttcttcgg ggcgaaaact ctcaaggatc ttaccgctgt tgagatccag ttcgatgtaa cccactcgtg cacccaactg 

 3501  atcttcagca tcttttactt tcaccagcgt ttctgggtga gcaaaaacag gaaggcaaaa tgccgcaaaa aagggaataa gggcgacacg gaaatgttga 

 3601  atactcatac tcttcctttt tcaatattat tgaagcattt atcagggtta ttgtctcatg agcggataca tatttgaatg tatttagaaa aataaacaaa 

 3701  taggggttcc gcgcacattt ccccgaaaag tgccacctga cgtctaagaa accattatta tcatgacatt aacctataaa aataggcgta tcacgaggcc 

 3801  ctttcgtc 

  

 

> RDC0055 Translated Insert Sequence 
   1  mgslyseyln pnkvqehyny tketletqet tsrqvasafi vilccaivve nllvliavar nskfhsamyl flgnlaasdl lagvafvant llsgsvtlrl 

 101  tpvqwfareg safitlsasv fsllaiaier hvaiakvkly gsdkscrmll ligaswlisl vlgglpilgw nclghleacs tvlplyakhy vlcvvtifsi 

 201  illaivalyv riycvvrssh admaapqtla llktvtivlg vfivcwlpaf sillldyacp vhscpilyka hyffavstln sllnpviytw rsrdlrrevl 

 301  rplqcwrpgv gvqgrrrggt pghhllplrs ssslergmhm ptsptflegn tvv 
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